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Supplementary Figure 1 Workflow of study.
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Supplementary Figure 2 External validation of prognostic risk model in multiple cohorts. (A-

E) Risk curve as well as scatter plots of GSE16476, GSE85047, E-MTAB-8248, E-TABM-38
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and EGAS. (F-J) Kaplan-Meier curve of GSE16476, GSE85047, E-MTAB-8248, E-TABM-

38 and EGAS. (K-0) Time-dependent ROC curve of GSE16476, GSE85047, E-MTAB-8248,

E-TABM-38 and EGAS.



A GSE16476 Univariate analysis

GSE16476 Multivariate analysis

Characteristics Total(N) HR(95% Cl) ; P value Characteristics Total(N} HR(95% Cl) P value
Age 88 1.205(1.104 - 1.315) ¢ <0.001
' Age 88 1049 (0940 -1.171) ¢ 0.393
Gender 88 N \
Male 53 Reference ' Myon status 83 !
Female 35 1.081 (0.525 - 2.227) f 0.832 Not amplified 72 Reference !
'
Myenstatus 88 ' Amplified 16 1401 (0614-3.195)  te— 0423
Not amplified 72 Reference 1 N
Amplified 16 6250 (3.012-12.972) |-e— <0001 INSS stage 88 .
INSS stage 88 I T1aT2 23 Reference |
1 1
T1&T2 23 Reference : T3 13 2.850 (0.233 - 30.173) Hl—o—u 0.432
- —
™ 13 4000(0371-45.112) v 0.25 T4 40  0543(1.166-78111) J}———e 4 0035
T4 40 25742 (3482-190324) ————e——————w 0.001 '
Tas 2 0.000(0.000- 1) o 0997 Tés 12 0.000 (0.000 - Inf) 0.997
Riskscore 88 3.448 (2.131 - 5,579) :-« < 0.001 Riskscore 88 2.250 (1.225 - 4.131) 0.009
0 2 F] & 25
B GSEB5047 Univariate analysis GSEB85047 Multivariate analysis
Characteristics Total(N) HR(95% Cl) P value Characteristics Total(N} HR(95% CI) P value
Age 273 1.000(1.000- 1.000)  § <0.001 Age 273 1.000(1.000-1.000) ¢ 0.182
'
Mycnstalus 273 ] Mycnstatus 273 i
' 1
Not amplified 218 Reference : Not amplified 218 Reference '
'
Amplified 55 5.918 (3.714 - 9.430) gl <0.001 Amplified 55 1.893 (1.080 - 3.317) led 0.026
INSS stage 273 | INSSstage 273 :
) 1
T1&T2 81 Reference 1 T1&T2 81 Reference 1
) 1
T3 42 7803(1620-37570) Ne——— 0.01 T3 42 4501(0910-22271) be——— 0.065
T4 123 31627 (7.722- 129.532) | F———8———x <0.001 T4 123 15688 (3675-66.981) | ——————u <0.001
1 1
Tas 27 1.337 (0121 — 14.746)  #——t 0813 T4s 27 1.334(0.121 - 14.714) 0.814
'
Riskscore 273 6.007 (3.732 - 9.670)  tre <0.001 Riskscore 273 2.080 (1.142-3.790) 0.017
)
[} 20 40 ) 8
C EGAS Univariate analysis EGAS Multivariate analysis
Charactaristics Total() HR(95% CI) P value Characteristics  Total(N) HR(95% CI) P value
Age 139 1.000(1.000-1.000) ¢ 0.38
Gender 139 : Mycn status 139
Male 79 Reference I Not amplified 103 Reference
Female 60 1.052(0608-1820) e 0.857 Ampiifed 36 1.237 (0580 - 2.638) 0.582
Myen status 139 :
Notamplfied 103 Reference | INSS stage 139
Amplifed 36 3.106(1.778-5425) | r—e— <0.001 T 14 Reference
1 i
INSS stage 39 | T2 22 6.025(0.713 - 50.928) b4 0039
T 14 Reference I
T2 22 4792(0575-39.938) —e—— w 0148 T3 17 6.248(0.780 - 50.065) F—#———————— 1 0.084
T3 17 9.568 (1.207 - 75.831) :»—o—- 0.032 T4 79 6.438 (0.870 - 47.624) |—o—l 0.088
T4 79 9.335(1.276 - 68.297) W————8————————+ 0.028
' Tds 7 2.093 (0.130 - 33.744) 0.603
Tés 7 1.897 (0.119 - 30.361) +~r&———————————=  0.651
Riskscore 139 3016(1.962 - 4.635) ! ve— < 0,001 Riskscore 139 2.484 (1.341 - 4.599) 0.004
H 10 5 B
D E-TABM-38 Univariate analysis E-TABM-38 Multivariate analysis
Characteristics Total(N) HR(95% CI) Pvalue Characteristics  Total(N) HR(95% CI) P value
Age 247 1.000 (1.000-1.001) & <0.001 Age 247 1.000 (1.000 - 1.001) <0.001
Mycn status 247 ! Mycn status 247
Not amplified 216 Reference 1 Notamplified 216 Reference
Amplified 31 10.771 (5.522 - 21.010) | Ho— <0.001 Amplified 31 2.437 (1.014 - 5.859) 0.047
INSS stage 247 . INSS stage 247
T 68 Reference : T 68 Reference
|
T2 45 3.848(0.348 - 42497) pe——— 0.271 T2 45 3.637 (0.324 - 40.816) 0.295
I
T3 39 10.914(1.274 - 93.4M)  —e—————— 0029 T3 39 2651 (0.286 - 24.579) 0.391
|
T4 66 40.401 (5477 - 298.003) | ——————————————4 <0001 T4 66 9.216(1.179-72051) +———e———————— 0.034
'
Tds 29 3.102(0.194 - 49.650) le———1 0.424 Tds 29 1.957(0.120 - 31.965) He———————————————% 0637
'
Riskscore 247 13.039(7.189 - 23.648) | re— <0001 Riskscore 247 6.174 (2.580 - 14.770) <0.001
E [} 25 % 75 1)
E-MTAB-8248 Univariate analysis E-MTAB-8248 Multivariate analysis
Characteristics Total(N) HR(95% Cl) P value Characteristics Total(N) HR(95% Cl) P value
Age 222 1.000 (1.000 - 1.000) ? 0.002 Age 222 1.000 (1.000 - 1.001) ? 0.003
Mycn status 222 [ Myen status 222 1
1 1
Not amplified 176 Reference ' Notamplified 176 Reference '
Amplified 46 3.960 (2.146 - 7.311) : —— < 0.001 Amplified 46 0.424 (0.153 - 1.177) JI 0.099
INSS stage 222 : INSS stage 222 :
T 29 Reference 1 T 29 Reference 1
T2 39 3.100 (0.346 - 27.746) ':—0—- 0.312 T2 39 9.544 (0.790 - 115.284) i—.—! 0.076
T3 36 6.002(0.738 - 48.795) —e—————————~ 0094 T3 36 11450 (1.070 - 122584) b———@—— 0.044
T4 88 11.567 (1.575 - 84.941) —e———n 0016 T4 88 13.035 (1.315 - 129.194) +——@——— 0028
I
Tds 30 0.955(0.080 - 15.269) Hp——— 0.974 T4s 30 3.526 (0.153 - 81.475) T 0432
Riskscore 222 3.098 (2.235 - 4.294) : - <0.001 Riskscore 222 4.349 (2.460 - 7.691) < 0.001
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Supplementary Figure 3 TRDEGs risk score is identified as an independent risk factor for

neuroblastoma in multiple cohorts. (A-E) Independent prognosis-univariate Cox forest plot in



GSE16476, GSE85047, E-MTAB-8248, E-TABM-38 and EGAS. (F-J) GSE16476,

GSES85047, E-MTAB-8248, E-TABM-38 and EGAS.



