GOKNZA = Hin == 1oy

v

ULK2 == High = o

UBEZ02 = High ==

a0
z
z
2 an Log-rank -
i p=0.0056 ER ;Dfnrgs;s
110 g o2
L T S R R a7} T m & N ] 3 S T =
Tie i monihs Time in morths: S s e
Number at risk MNurmber at risk Number at risk
% 237 14 @4 27 & & 2 2 1 9T 154 88 28 & 3 2z 2 A He=tyr 14 7T0 33 9 &5 2 2z 1
5=T2s i8¢ 81 3% 14 3 2 4 0 S=Tems 154 77 3 4 85 2z 1 0 f=fzs 58 75 2 13 3 2 1 0
T & @ @ @ W m wm W FI— N ] . )
Tinve (n manehs Time In manhs Time in montns
Number of cansoring Nurber of cansoring Numbsr of censaring
£

COXIT == High == o

MTIH s Hgn e o

i o
Time in montrs

SCOZ He Hgh = b

I 150
£
B
3
Log-rank Log-rank Ea] Log-rank
p=0.0085 p = 0.0086 3 p=0.012
w a0 a0
T & @ %@ Wk 3 T & % Wk [ @ % W W W
‘Time in months Time in months Time in months.
Number atrisk Number at risk Number at risk
c=fes 142 e @2 1 & 2 1 0 T Tf287 185 73 M M 3 2 1 0 a=Twr 12 @ 0w M7 3 3 1
S=fzs 16 7 3 12 3 2 2 1 S=Tws 1 72 2 1M & 2z 2z 1 @=fzs 16 85 3 N 2 1 0 D
T & W w W z o) L R TR B e wm W h wm wmw
Time in mants Time in monhs Time In mosths
Mumber of censaring Number of censoring
é @
8
: pishm E
To5 @ W o m EI I LI TR
Titne in montns “Time in morins
MTIF 5= g 5 0w II WITIM == wigh == aw I ADC3 S Hon e
o 100
H ]
Log-rank Suu{ Lag-rank £ .. Log-rank
p=0.012 @ p=0.014 50 p:gOCHE
o Lo 100
a BE o e T\me\r:k;mmn;‘.” 130 12 18 = e \r\‘n\an[M o - [3 2 0 !nnme I::"mmmm.\ 20 140 16
Nurber at risk Number at risk Number at risk
w237 157 78 34 3 1 o o H z7 .l B0 Iz 4 2 1 o 2 2ar 160 B0 34 13 3 o ] ]
E 2
=TTzw 151 &7 2@ 11 6 3 3 1 =T 147 85 26 10 8 2 2 1 8< 238 148 65 28 8 6 4 3 1
TR % W ® kW W N I T
Time in menthe Tinie: in months. Time in manths
Number of censoring Number of censoring
< L] - ookt w1
2 h v a E [ a 108 @ 10 )
Time in monthe
J ATox1 5 i B K IR i S I NLRPS 5 11gh 5 o
120 a0 120
E.
Lo
4
Eom
Log-rank § oo Log-rank
p=0016 50 p=0028
oo 0
v o “ = = o = . " Lk 20 @ 8 108 120 £ 160 a Ed 4 El [ 100 120 "o 150
Time in months Time in manths Time in mentns.
Number at risk Number at risk Number at risk
g 237 W T w8 & 2 1 0 = =27 161 8 3 10 3 2 1 0 g™T3y 18 70 28 7T 3 1 1 0
H &
=Tz 161 74 3@ 14 3 2 2 1 S =ross 147 62 30 12 8 2 2 1 Detoag 150 75 35 15 6 3 2 1
LI T m m W TR TR} - 7 - T — -
Time in manths © B “ EDTW\E in months 12 140 80 o El 0 En“mg |r$nmnm'|g‘m 120 140 150
 fumber of censoring Number of censoring
g H 5 d
L faon oo i 1 1 11 8 o onbabinbmdnl
s ] c . [ {0 R |
Time n months Tom @ w ® w0 0w
Time in manths
M NFE2LZ 55 Hgn 5 o
1o
Fow
€
T
Fa.]  Logmrank
3 p=0.034
ao
T B o® wm I
Time in manths.
Number at risk
a 237 162 80 34 8 4 2 2 1
L =33 146 65 20 14 5 2 1 a
L R L L
Time in months.
Number of censaring
5
g
8

Figure S1. Survival analysis of cuproptosis-related genes. (A—M) Kaplan—Meier curves



showing the impact of cuproptosis-related gene expression on the prognosis of PCa.
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Figure S2. Random forest analysis. (A) OOB (out-of-bag) error rate plotted against the
number of trees. (B) Variable importance plot showing the contribution of each gene to the

model.
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Figure S3. Western blot analysis of apoptosis-related proteins following PROK 1 knockdown
or overexpression. (A) Representative blots showing cleaved caspase-3, Bcl-2, and Bax

expression in NC vs si-PROK1 and NC vs oe-PROK1 groups, with Actin as the loading

control.



A //\ B TCGA

o R=019.p=19e-05 " o2 Wilcoxon. p = 0.0017

» 7.8
e
8
g @
¥ @
Q I

& 873
* 2
e
1 o
=]
a

6.8

2 s 5 T - -
Cuproptosis Scores. High Expression  Low Expression

Group

Figure S4. Association between PROK 1 expression and cuproptosis in the TCGA cohort. (A)
Correlation analysis between PROK1 expression and cuproptosis scores. (B) Comparison of

cuproptosis scores between the high- and low-PROK1 expression groups.
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Figure S5. Correlation between PROK1 and cuproptosis-related genes. (A—W) Scatter plots

showing significant negative correlations between PROK1 expression and the expression of

cuproptosis-related genes.
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Figure S6. Correlation between PROK1 and cuproptosis-related genes. (A—O) Scatter plots

showing significant positive correlations between PROK1 expression and the expression of

cuproptosis-related genes.



