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Supplemental Figure 1 GO (A) and KEGG (B) enrichment analysis of the 17 intersection genes.
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Supplemental Figure 2 Forest plots, leave-one-out sensitivity analysis plots, funnel plots and

scatterplots ofISOC1 for pQTL MR analysis.
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Supplemental Figure 3 GSVA enrichment analysis for ISOC1 in RCC.
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Supplemental Figure 4 Forest plots, leave-one-out sensitivity analysis plots, funnel plots and



scatterplots ofISOC1 for eQTL MR analysis.



