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Figure S1 Top10.markersGene.DOHeatmap
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Figure S2 Norm_C2.Top10.markersGene.DotPlot
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Figure S3 Norm_C3.Top10.markersGene.DotPlot
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Figure S4 Norm_C5.Top10.markersGene.DotPlot
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Figure S5 Norm_C8.Top10.markersGene.DotPlot
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Figure S6 Tumor C1.Top10.markersGene.DotPlot
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Figure S7 Unknow_C2.Top10.markersGene.DotPlot



Expression level

Expression level

Expression level

Expression level

AQP3 IGFBPT IGHG4
e p<222e-16 p<2.22-16 p<2.22e-16
] E &
!
4 H &
4
4
e 2
2
o] [o} Q
S £ 5 s & &
o o & & &
b N b N 5 K
el v Nald 3 N4 o
& & & < & <
IGHM IGKC IGLLS
0.0003 ‘ p<2.2%-16 ‘ 0.0014
! i 1 H
75 | : H
! . 75 7.5
B i
f i
59 i 5. 50|
25 24 2.5
0l ! 5 [
& 2l & &
= N S & o <&
\@0? o & o & &
- 5 \;\‘/\ o \:\S\ O
& < & & & &
vz muc1 MYOS
0.037 p<222e-18 p<222e-18
' . .
[ . N 1 ]
A 4
4
2 2
2
0 [ 0
& &
3 5
& &
¥ >
& ®
6
& . m PDL1_Negative
i m PDL1_Positive
4
4
3
2
2
1
0 o
& . @ )
adb@\ u‘v‘&m df &°
\? \:\g P\S\ N
& & & &

Figure S8 Boxplot
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Figure S9 Vinplot



