Supplementary materials

Figure 1: The ROC curves of decision trees, support vector machines, random forests,
and XGBoost validation groups are shown in the top left, top right, bottom left, and
bottom right, respectively.

Figure 2: Expression of ALDOA in head and neck cancer cell lines(A); Expression of
VEGFA in head and neck cancer cell lines(B).

Figure 3: The relationship between ALDOA expression and prognosis: T stage , N

stage, pathological stage.
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Figure 1:The ROC curves of decision trees, support vector machines, random forests,
and XGBoost validation groups are shown in the top left, top right, bottom left, and
bottom right, respectively.



Alphabetical

=38)

Head and Neck cancer (n

nTPM

3,500
3,000
2,500
2,000
1,500
1,000

Alphabetical

=38)

Head and Neck cancer (n:

nTPM

200

150

100

1mes.

head and neck cancer cell 1

m

f VEGFA

10n O

Express

Figure 2



Expression

Expression

o Ciroup
@ T1+T2
@138

. Goup
O NoNI
@ N2
9 —_— —
] | e | —
L = 1
s
?_ i
a T
ALDOA
10
* Goup
1 Stage 114111
.Stager\-’
9 o
] —
.
‘?-
6

T
ALDOA

Figure 3:The relationship between ALDOA expression and prognosis: T stage ,N
stage, pathological stage. *P < 0.05, **P<0.01, ***P<0.001, ****P<0.0001.



