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Table S1 The clinical parameters of the patients

Characteristics Number of cases
Age (years)

>60 3

<60 1
Gender

Female

Male 3
Tumor size (Maximum diameter)

>5cm 4
IDH status

Wild-type 4

Note: IDH, isocitrate dehydrogenase



Table S2 Complete sequences of the three siRNAs

ARPCI1A-1 forward: 5'-GAUUUCAUUCCAUUCUUGATT-3’, reverse: 5'-
UCAAGAAUGGAAUGAAAUCTT-3'

ARPC1A-2 forward: 5'-GCUCCUAAGUGUGUCAUUUTT-3', reverse: 5'-
AAAUGACACACUUAGGAGCTT-3'

ARPC1A-3 | forward: 5'-UGACAAUUUGGGAUUUCAATT-3', reverse: 5'-
UUGAAAUCCCAAAUUGUCATT-3'

Table S3 Antibody Information

Antibody name Catalogue Number Source of purchase
ARPCI1A #DF6215 Affinity Biosciences
E-cadherin EMO0502 Huabio

N-cadherin EM1607-37 Huabio

Vimentin MAS-11883 Thermo Fisher Scientific
GAPDH #AF7021 Affinity Biosciences
MGMT #AF5295 Affinity Biosciences
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Figure S1 Differential expression of ARPC1A in paired tumor samples
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Figure S2: Expression pattern of ARPCIA in pan-cancer. A Correlation between ARPCIA
expression and tumor stage. B Immunofluorescence images of ARPC1A in MCF-7 and A-431 cell
lines were obtained from the HPA database



A TCGA-DFI B TCGA-PFI
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Figure S3 Prognostic value of ARPC1A in various tumors. A-B The forest plot showed the correlation

of ARPC1A with DFI and PFI in tumors using the univariate Cox regression
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Figure S4 Mutation frequency of ARPC1A in multiple cancers



