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Figure S1 Correlation analysis of Linc00662 and other targeted miRNAs. (A, B) The association
between miR-16-5p (A) or miR-107 (B) and Linc00662 in HNSC as analyzed using ENCORI Starbase.
(C) The Kaplan—Meier method was used to determine the relationship between miR-15b-5p expression
and overall survival of patients with HNSC. Differences between survival curves were tested by the log-

rank test. Data are shown as the mean + SD. Assays were performed in triplicate.



