Supplementary Table s1. Clinical characteristics of patients with prostate cancer in 2 cohorts

Sample types Clinical characteristics
Cohorts N Age pT stage pN stage cM stage AJCC stage PSA value Gleason score BCR stage
Tumor | Normal
<60 | 260 | 2 3 4 NO | N1 MO | Ml I II or | 1Iv | <4 | >4 | <7 | 7 >7 | No Yes
TCGA 497 | 497 53 202 295 | 187 [ 293 | 10 345 |79 455 |3 53 128 | 235 | 81 | 413 |27 |45 | 247 | 205 | 404 93
DKFZ 118 118 0 74 | 35 7 4 112 |13 |87 |18 |81 24

Abbreviations: N, numbers of patients; pT stage, pathological tumor stage; pN, pathological nodes stage; cM stage, clinical metastasis stage; AJCC, American Joint Commission on Cancer;
PSA, prostate specific antigen; BCR, biochemical recurrence.
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H&E and IHC confirmed

Routine histology (IHC)
and In Situ Hybridization (ISH), protocols which can be found at our
support page.

1.Please keep the slides at 4 °C after receiving, and make experiment
within 3 months will be better.

2.Bake the slides for 30 minutes at 60°C before the experiment;

3.Please choose a gentle repair method to avoid tissue detachment.
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70 M Prostate Adenocarcinoma 1(3+2) . T3NOMO m Malignant
79 M Prostate Adenocarcinoma 1(3+3) - = - Malignant
7 M Prostate Adenocarcinoma 2(3+4) . . . Malignant
68 M Prostate Adenocarcinoma 1(3+3) (sparse) - T3NOMO m Malignant
67 M Prostate Adenocarcinoma 2(3+4) . T26NOMO ¢ Malignant
56 M Prostate Adenocarcinoma 2(3+4) - = - Malignant
0 M Prostate Adenocarcinoma 2(3+4) . . . Malignant
65 M Prostate Adenocarcinoma 2(3+4) - = - Malignant
64 M Prostate Adenocarcinoma 2(3+4) . . . Malignant
84 M Prostate Adenocarcinoma 2(3+4) - = - Malignant
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68 M Prostate Adenocarcinoma 2(3+4) - = - Malignant
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Notes 2.Bake the slides for 30 minutes at 60°C before the experiment;

3.Please choose a gentle repair method to avoid tissue detachment.
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Gene Drug Corr P value
Risk score AZD5438 0.435 7.59e-27
MK.1775 -0.154  2.81e-4
Ribociclib 0.195 3.89e-6
RO.3306 0.329  2.33e-15
Weef.Inhibitor ~ -0.340  2.46e-16
ACOX2 AZD5438 -0.451  6.07e-29
MK.1775 0.154 2.83e-4
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Figure s1. Drugs/compounds associated with risk scores and ACOX2. (A) Weel.

Inhibitor, AZD5438, MK.1775, Ribociclib and RO.3306 were correlated with risk

scores and ACOX2. (B-E) The IC50 and corresponding correlations of AZD5438,

MK.1775, Ribociclib, and RO.3306 with risk score, respectively.
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Figure s2. Measuring the biological function of ACOX2 in PCa cell lines. (A) The
expression of ACOX2 in ACOX2-overexpressing PC-3 and 22Rv1 cell lines. (B)
Quantification of the colony numbers of PCa cell lines. (C) The migration ability of
PCa cell lines was detected through a wound healing assay. (D) Quantification of the
invasion percentage of PCa cell lines. (E) Distribution of cell cycle phases of PCa cell
lines was measured by a cell cycle assay. Data are expressed as the mean + SD. “P <

0.05, P <0.01, ™"P <0.0001, ™ P> 0.05. n = 3 independent experiments.



