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[bookmark: OLE_LINK3][bookmark: OLE_LINK4]Supplementary Figure 1 The mutation landscape of the AKR1C3 gene.
[image: ]A: Summary of AKR1C3 mutation alterations. B: The mutation types, numbers, and sites of AKR1C3 genetic alterations.
Supplementary Figure 2 KEGG and GO analysis.
KEGG and GO analysis of the AKR1C3-related PPI network (BP: biological process; MF: molecular function; CC: cellular component).
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Supplementary Figure 3 The immune landscape of AKR1C3 across cancers.
The associations between AKR1C3 expression and chemokines (A), immunoinhibitors (B), immunostimulators (C), and MHC molecules (D) across cancers. E: The association between AKR1C3 and target drugs.
image1.tif
A

akrics  2s% |11

Genetic Alteration # Missense Mutation (unknown significance) & Truncating Mutation (unknown significance) || Amplification | Deep Deletion No alterations

B

H
8
g e
* o0
Exon ——— 3 5 o 7 B 5

Topology




image2.tiff
cellular hormone metabolic process

steroid metabolic process

hormone metabolic process

dg

mitochondrial inner membrane

smooth endoplasmic reticulum

intercellular bridge

[0}0)

steroid dehydrogenase activity -

steroid dehydrogenase activity, acting
on the CH-OH group of donors, NAD +

or NADP as acceptor

oxidoreductase activity, acting on the
CH-OH group of donors, NAD or NADP -
as acceptor

El]

Steroid hormone biosynthesis

Ovarian steroidogenesis -

Cortisol synthesis and secretion

993M

T
10 20 30
-Log 1o (Padj)




image3.tif
B

Cl00rfss
37

% - -l
D SETEGUR REPIREIFERREEA G

seomsan” [ 11 g N
sua] | | | HAA |
D160 | . . | e
CD244 '—‘ ] .
m N ol SRR
D% [ HLA-DMA
'Y L
CSFIR 1 HLA-DMB '—‘
cTLas m.rm]
HAVCR2 1 HLA-DOB
1001 . "
|
" |
! !
|

HLA-DQAT
HLA-DQAZ
HLA-DQBT

HLADRA

HLA-DPAT 1
HLA-DPBT

HLA-DRBT

DB0090S

o — -
DBO7700 AKRIC

SPR

DECR
AKR1Bjg “

DHRST1
CRYZ ppxR




