Supplements
Figure S1. m6A-associated IncRNAs with prognostic value were identified by co-expression
analysis and univariate cox regression analysis.
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Figure S2. The association of IncRNA AL355574.1 with ferroptosis related genes in HCC
tissues.
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Figure S3. The association

tissues.

AL355574.1
NFE2L2
NLRP3
ATP7B
ATP7A
SLC31A1
FDX1
LIAS
LIPT1
LIPT2
DLD
DLAT
PDHA1
POHB
MTF1
GLS
CDKN2A
DBT
GCSH

DLST

e
<
P~
1}
753
[t}
bl
v}
<

0.2

0.4

0.3

0.04

-0.02

011

NFE2L2

0.5

0.44

032

NLRP3

0.02

-0.01

ATP7B
ATP7A
SLC31A1

04 0.14 0.2

01 0.27

0 -0.02

0.37 0.2 0.5

-001 007 -0.03

FDX1

=0.04

=-0.07

0.22

0.05

0.26

-0.02

LIPT1

0.03

LIPT2

0.09

-0.17

DLD

0.44

041

-0.09

0.5

DLAT

0.4

0.28

-0.02

PDHA1

0.3

0.14

-0.16

PDHB

0.34

-0.05

MTF1

s
a

0.1

-0.04

02

023

03

GLS

e
&

0.44

-0.02

-0.07

031

CDKN2A

2
@

-0.14

0.01

-0.19

0.01

DBT

0.2

0.5

0.41

-0.01

-0.01

-0.07

-0.03

-0.02

=0.17

-0.09

-0.02

-0.16

=-0.05

DLST

o

0.32

of IncRNA AL355574.1 with cuproptosis related genes in HCC

08

0.6

0.4

0.2

-0.2

-0.4



Figure S4. The association of IncRNA AL355574.1 with disulfidptosis related genes in HCC

tissues.
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Table S1. The raw data about LIHC in TCGA database
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Table S2. TCGA liver cancer patient characteristics

.. Low expression High expression P
Characteristic
of AL355574.1 of AL355574.1
n 187 187
T-stage, n (%) 0.014
T1 105(28.5%) 76(20.7%)
T2 38(10.3%) 56(15.2%)
T3 35(9.5%) 45(12.2%)
T4 7(1.9%) 6(1.6%)
N-stage, n (%) 0.95
NO 122(47.7%) 130(50.8%)
N1 2(0.8%) 2(0.8%)
M-stage, n (%) 0.266
MO 125(46.3%) 141(52.5%)
M1 3(1.1%) 1(0.4%)
Pathologic Stage, n (%) 0.024
Stage [ 99(28.5%) 72(20.7%)
Stage 11 35(10.1%) 51(14.7%)
Stage 111 37(10.7%) 48(13.8%)
Stage IV 4(1.2%) 1(0.3%)
Histological Grade, n (%) 0
Gl 38(10.4%) 17(4.6%)
G2 94(25.7%) 83(22.7%)
G3 46(12.6%) 76(20.8%)
G4 6(1.6%) 6(1.6%)
Gender, n (%) 0.27
Female 56(15.1%) 65(17.5%)
Male 131(35.3%) 119(32.1%)
Age, n(%) 0.708
<=65 119(32.2%) 113(30.5%)
>65 68(18.4%) 70(18.9%)
Cancer status, n (%) 0.223
tumor free 125(36.3%) 109(31.7%)
with tumor 51(14.8%) 59(17.2%)
Residual tumor, n (%) 0.449
RO 164(48.1%) 160(46.9%)
R1 7(2.1%) 10(2.9%)
History hepato carcinoma 0.042
risk factors, n (%)
Alcohol consumption 27(16.3%) 38(22.9%)
Hepatitis B 38(22.9%) 35(21.1%)
Hepatitis C 18(10.8%) 10(6.0%)




Table S3. AL355574.1 expression correlated with clinical pathological characteristics

(logistic regression)

Characteristics Total(N) Odds Ratio (OR) p value
T stage (T4 vs. T1) 355 1.912(1.256-2.922) 0.00259
N stage (N1 vs. NO) 256 1 (0.118-8.440) 1

M stage (M1 vs. M0) 270 0.328(0.016-2.601) 0.338
Pathological stage 342 1.891 (1.233-2.913) 0.0036
(Stage IIT & Stage II vs. Stage I)

Histological grade (G3 vs. G1) 177 3.396(1.756-6.764) 0.00036
Age (>65 vs <=65) 370 1.047(0.687-1.597) 8.30E-01
Gender (Female vs Male) 371 0.795(0.514-1.228) 0.302
Residual tumour (R1 vs. RO) 341 1.464(0.549-4.121) 4.50E-01
Tumor status 344 1.239(0.787-1.955) 0.355
(with tumour vs. tumour-free)

History hepato carcinoma risk factors 91 0.395(0.153-0.972) 0.046

(Alcohol consumption.
vs Hepatitis C)




Table S4. Univariate analysis and multivariate analyses of liver cancer patient overall

survival
Univariate analysis Multivariate analysis
Characterical | Hazard ratio(95%Cl) | p value Hazard p value
ratio(95%¢Cl)
T stage 1.804(1.434-2.270) 4.73E-07  1.592(0.678-3.738) 0.285524
(T2&T3&T4
vs. T1)
N stage (N1 vs. 2.021(0.494-8.276) 0.327563  2.753(0.454-16.703)  0.270837
NO)
Pathological 1.865(1.456-2.388) 8.07E-07 1.090(0.423-2.809) 0.858182
stage(Stage ||
&stagelll
&Stage IV vs.
stage | )
Age (>65 vs.<  1.005(0.987-1.023) 0.591 1.009(0.989-1.028) 0.387763
65 years)
Gender (male 0.780(0.487-1.249) 0.301 1.075(0.642-1.800) 0.78289
vs. female)
Histological 1.017(0.746-1.387) 0914 1.063(0.757-1.494) 0.723705
grade
(G2&G3&G4
vs.G1)
M stage 3.850(1.207-12.281) 0.02275  2.489(0.625-9.903) 0.195672
(M1 vs. NO)
AL355574.1 2.009(1.415-2.850) 9.41E-05 1.990(1.384-2.860) 0.0002

(high vs. low)




