10

11

Down—regulq'tion :
None : .
Up—regulatiolh :
| I
| I
| I
1 | !
v ! !
= | 1
g | |
A | I
= | |
E a i
= I |
| |
3 ! !
1 |
| |
| |
{ |
| I
| I
e 5.6 o SR S PR I
| |
0 | !
| 1
=1 0 1
Log2(fold change)

Supplementary Figure 1. The volcano plot was constructed using the fold change values and P-adjust.

P <0.05 was set as the cut-off criterion of significant difference. Red dots indicate upregulated genes;

blue dots indicate downregulated genes; grey dots indicate not significant.
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Supplementary Figure 2. The relationship between NEAT1 and HR repair pathway.

(A) CCLE databases showed the expression of NEAT1 and RAD51 in different ovarian cancer cell lines.
(B) The correlations between NEAT1 and DNA repair pathway score were analyzed with Spearman. The
abscissa represents the distribution of the gene expression, and the ordinate represents the distribution of
the pathway score. The density curve on the right represents the trend in the distribution of pathway
immune score, the upper-density curve represents the trend in the distribution of the gene expression.
(C-F) The scatter plot showed the correlation between the expression of NEAT1 and HR-associated genes

(RAD50, RAD52, ATM, ATR) by EPIC algorithm.
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Supplementary Figure 3. The relationship between NEAT1 and DNA replication and G2-M checkpoint

pathway.
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Supplementary Figure 4. qRT-PCR analyzed the RADS51 mRNA levels after transfecting the

overexpression RADS51 plasmid or empty vector into HeyA8 and SKOV3 cells.
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A Expression of NEAT1 in OV based on patient's age B Expression of NEAT1 in OV based on patient's race

300 300
i T 1
250 i i 250 | H - i
c i i 3 1 | :
2 i H ] i | |
= H H = i i i '
E 200 i i £ 200 i
H i | 1 !
5 T a | g i | |
2 450 i i i 2 450+ i | i
o 0 i o i 1
= H H e = : H
[*] H { i 7] i i
@ 100 - } H @ 100 H
: :
- i — £
50 i 501 ‘
'
- i i H i i i
0 silie . H o i 4
21-40Yrs 41-60Yrs 61-80 Yrs 81-100Yrs Caucasian African-american Asian
(n=10) (n=165) (n=121) (n=8) (n=252) (n=26) (n=12)
TCGA samples TCGA samples
C Expression of NEAT1 in OV based on tumor grade D Expression of NEAT1 in OV based on TP53 mutation
300 status
500
.
!
250 i
5 3 c
= 200 | = H
= T | E |
2 ' i i 300 H
! | i
- 150 i i a T !
= ! I a | H
= i i a i i
2 oo ' 5 200 ! i
B :
: : |
'
o 1
) ] F ] -
; i ; !
0 — 0
Grade 1 Grade 2 Grade 3 Grade 4r TP53-Mutant TP53-NonMutant
(n=1) (n=32) (n=262) (n=1) (n=199) n=1
TCGA samples TCGA samples

Supplementary Figure 5. Relationship between NEAT1 expression and clinicopathological features in

OC. The correlation between NEAT1 expression and different clinical features, including age (A), race

(B), tumor grade (C), and TP53 mutation status (D). Subtype descriptions: Grade 1: Well differentiated

(low grade); Grade 2: Moderately differentiated (intermediate grade); Grade 3: Poorly differentiated

(high grade); Grade 4: Undifferentiated (high grade).



