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FigureS1：Relative expression of sox2 (A). Relative expression of sox2 in pancreatic cancer
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FigureS4:Microsatellite Instability(MSI) and tumor mutational burden(MATH) of SOX2 in 
pan-cancer analysis.(A)MSI (B)MATH
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FigureS5:DNA methylation level of SOX2 and its effect on prognosis of patients with PAAD. 
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FigureS6;  Immunomodulatory gene analysis (A).Immunomodulatory gene analysis of 
SOX2 in pan-cnacer 



T
y
p
e

* * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * *

* * * * * * * *

* * * * * * * * * * *

* * * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * *

* * * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * * *

* * * * * * * * * * * * *

* * * * * * * * * * * * *

* * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * *

* * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * *

* * * * * * * * * * *

* * * * * * * * * * *

* * * * * * * * * *

* * * * * * * * * * * * * * * * *

* * * * * * * * * * * *

* * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * * * *

* * * * * * * * * *

* * * * * * * * * * *

* * * * * * *

* * * * * * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * *

* * * * * * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * * * *

* * * * * * * * * * * * * * * * * *

TG
C
T

PR
A
D

TH
Y
M

ES
C
A

ST
ES

PC
PG

LU
A
D

ST
A
D

R
EA
D
A
C
C

B
LC
A

M
ES
O

LU
SC

SA
R
C
G
B
M

G
B
M
LG
G
LG
G
N
B
A
LL

SK
C
M
U
C
S
W
T

C
O
A
D

C
O
A
D
R
EA
D
LI
H
C
O
V

U
C
EC

B
R
C
A

TH
C
A

D
LB
C

PA
A
D
U
V
M

C
ES
C

H
N
SC

C
H
O
L

K
IC
H

LA
M
L

K
IR
P

K
IP
A
N
K
IR
C

HAVCR2

C10orf54

IDO1

KIR2DL1

KIR2DL3

TGFB1

CD274

IL4

PDCD1

LAG3

SLAMF7

TIGIT

CTLA4

IL10

ARG1

BTLA

IL13

ADORA2A

VEGFB

VTCN1

EDNRB

IL12A

CD276

VEGFA

CX3CL1

HMGB1

ICOS

ITGB2

CD27

CD28

CD40LG

TNFRSF14

PRF1

GZMA

CCL5

CD80

CXCL10

ICAM1

IL1B

TNF

TNFRSF9

IL2

IL2RA

CXCL9

IFNG

ENTPD1

TLR4

BTN3A1

BTN3A2

TNFRSF4

CD70

IFNA1

IFNA2

IL1A

TNFSF9

CD40

TNFRSF18

ICOSLG

SELP

TNFSF4

correlation	coefficient

−1.0 −0.5 0.0 0.5 1.0
pValue

0.0 0.5 1.0

Type:

Inhibitory

Stimulaotry

A

FigureS7:Immune checkpoint gene analysis (A):Immune checkpoint gene analysis of SOX2 in 
pan-cancer 


