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Figure S1: The relationship between the expression of ASF1B and the patient outcome from GEPIA2.



Figure S2: Comparison of ASF1B expression levels between LUAD tumor and normal tissues. (A-C) Comparison of
transcription levels between LUAD tumor and normal tissues, including paired and unpaired samples, in the TCGA
(A), GSE10072 (B), and GSE32863 (C) cohorts. (D) The mRNA expression of ASF1B in the A549 and Beas-2B cells. (E)
qPCR analysis revealed the mRNA expression of ASF1B in the LUAD tumor and normal tissues. (F) UALCAN portal
analysis revealed the protein levels of ASF1B in tumor versus normal tissues.



Figure S3: (A) Transwell assay revealed the migratory abilities of A549 cells. (B) Transwell assay revealed the
invasive abilities of A549 cells.


