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Supplementary Table S1. Univariate cox analysis

id HR HR.95L HR.95H P-value
P27_pT198 7.889743295  2.420179068  25.72043123  0.000612826
CRAF_pS338 0.05518242 0.005912442  0.515032496  0.011015547
IGFBP3 1.815465695  1.155055151  2.853470405  0.009744923
BAX 2.061781826  1.321198981  3.217489839  0.001439147
EPPK1 0.747476402 0.64062917 0.872144132  0.000217145
P90RSK 0.207050709  0.098379766  0.435760294 3.36E-05
PLC-gamma2_pY759 2.680225292  1.246827779  5.761507512  0.011571896
HER3_pY1289 0.214822077  0.081740962  0.564570365  0.001811042
MIG6 0.326115551  0.193045152  0.550914391 2.81E-05
P53 1.672970839  1.017636266  2.750325948  0.042469336
CD31 0.238313828  0.097269559  0.583877226  0.001707885
ASNS 1969869278  1.374290785  2.823554533  0.000223562
Hexokinase-I 2.266132488  1.018641981  5.041375233 0.04493762
BCLXL 2.718840765  1.603001951  4.611407427  0.000206838
MITF 2439451638  1.094215765  5.438529116  0.029251877
CJUN_pS73 0.386834481  0.163947152  0.912738729  0.030126209
CMYC 1.942056736  1.267315382  2.976042443  0.002305634
YAP_pS127 1.893182851 1.29452075 2.768701318  0.000998373
53BP1 1.861904949  1.093332961  3.170754164 0.02210988
SHP2_pY542 0.236592718  0.150992311  0.370721621 3.17E-10
EGFR 1.744814255  1.019521769  2.986083156  0.042307014
S100A4 2.043719952  1.227867853 3.40166186 0.005965866
PAX6 2.259192422  1.022657816  4.990868226  0.043866169
ATM_pS1981 1.342429168  1.011532676  1.781569806 0.04141267
SHC_pY317 0.18869139 0.093463221  0.380946005 3.28E-06
ACC_pS79 1.986050933 1.28063677 3.080028936  0.002177827
DRP1 2513363886  1.584251125  3.987371649 9.08E-05
CYCLINB1 2.009656258  1.543243629  2.617032204 2.22E-07
ULK1_pS757 0.117142478  0.037357164  0.367328746  0.000235542
MMP14 2.32867129 1.583817538  3.423822408 1.72E-05
EEF2 1.671855505 1.22345116 2.284603522  0.001256083
Cyclin-D3 3.052567567  1.117732852  8.336668942 0.02947338
FAK_pY397 0.255414274  0.150901574  0.432311274 3.71E-07
CHK2 2.978733971 1.35245005 6.560579494  0.006740299
NFKBP65_pS536 0.651270867 0.48051169 0.882712639  0.005708033
Lyn 2.564906154  1.168273703  5.631166365  0.018895266
EGFR_pY1068 0.648898411  0.512609321  0.821423121  0.000323977
VHL 8.246505436  2.306013442  29.49022355  0.001174158
IGFBP2 2.087947267  1.498675828 2.90891713 1.35E-05
BETACATENIN 0.490059977  0.367423056  0.653630133 1.21E-06
SYK 1.569851825  1.079110291  2.283765406 0.01837052
PRAS40_pT246 0.622759996  0.419296318  0.924954491  0.018951818
CASPASE7CLEAVEDD198 1.664960651  1.049699554  2.640845141  0.030307516
CYCLINE1 2.478031196  1.261846936  4.866389444  0.008403895
NDRG1_pT346 0.747363118  0.635565208 0.87882663 0.000427735
AMPKALPHA_pT172 0.382891882  0.272297319  0.538404837 3.39E-08
DDR1_pY513 0.142573514  0.036926933  0.550471034  0.004712033
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Supplementary Table S2. Correlations between model proteins and other proteins

proteinl protein2 cor P-value
4EBP1 pT37T46 S6_pS235S236 0.564 1.57E-41
4EBP1_pT37T46 S6_pS240S244 0.531 3.54E-36
4EBP1 pT37T46 4EBP1 pT70 0.403 4.12E-20
ACC1 ACC_pS79 0.885 6.62E-160

ACC1 PERK 0.548 6.95E-39

ACC1 FASN 0.534 1.29E-36

ACC1 EEF2 0.477 1.44E-28

ACC1 CDK1_pT14 0.476 1.96E-28

ACC1 DRP1 0.464 6.23E-27

ACC1 CHK?2 0.455 8.09E-26

ACC1 S6 0.447 6.66E-25

ACC1 Cyclophilin-F 0.446 1.02E-24

ACC1 XPA -0.444 1.82E-24

ACCl1 PLK1 0.439 6.78E-24

ACC1 HER2 pY1248 -0.427 1.17E-22

ACCl1 NOTCH1 -0.416 2.23E-21

ACC1 RAB11 -0.408 1.24E-20

ACC1 CYCLINB1 0.408 1.25E-20

ACC1 Mitofusin-1 0.401 7.43E-20
AMPKALPHA pT172 SRC_pY527 0.513 2.21E-33
AMPKALPHA pT172 BETACATENIN 0.503 5.87E-32
AMPKALPHA pT172 PTEN 0.499 1.67E-31
AMPKALPHA pT172 TUBERIN 0.467 2.82E-27
AMPKALPHA pT172 ATM 0.437 1.03E-23
AMPKALPHA pT172 P38MAPK 0.429 7.18E-23
AMPKALPHA pT172 AMPKALPHA 0.409 9.94E-21
AMPKALPHA pT172 TSC1 0.406 2.04E-20
AMPKALPHA pT172 AKT 0.401 6.26E-20
BRAF_pS445 p38-a 0.638 6.42E-56
BRAF_pS445 BRAF 0.634 3.69E-55
BRAF_pS445 p44-42-MAPK 0.588 7.63E-46
BRAF_pS445 P38MAPK 0.562 3.15E-41
BRAF_pS445 ERCC5 0.551 2.32E-39
BRAF_pS445 RB -0.547 9.96E-39
BRAF_pS445 ARAF 0.526 2.22E-35
BRAF_pS445 PKA-a 0.515 1.12E-33
BRAF_pS445 ETS1 -0.511 3.18E-33
BRAF_pS445 AMPKALPHA 0.511 3.29E-33
BRAF_pS445 AceCS1 0.509 6.25E-33
BRAF_pS445 GSK-3B 0.494 9.04E-31
BRAF_pS445 PAK1 0.494 9.09E-31
BRAF_pS445 MERIT40 0.49 2.97E-30
BRAF_pS445 RPA32 0.479 9.16E-29
BRAF_pS445 GSK3ALPHABETA 0.477 1.39E-28
BRAF_pS445 MTOR 0.474 4.26E-28
BRAF_pS445 PDK1_pS241 0.472 7.74E-28
BRAF_pS445 STATHMIN -0.47 1.25E-27
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P70S6K_pT389

P70S6K_pT389

P70S6K_pT389

P70S6K_pT389

P70S6K_pT389

P70S6K_pT389

P70S6K_pT389

P70S6K_pT389
PEA15
PEA15
PEA15
PEA15
PEA15
PEA15
PEA15
PEA15
RRM2
RRM2
RRM2

Aurora-B
Sox2
PAX6
CDT1
ZEB1
EphA2_pY588
MDM2_pS166
WIPIL1
B7-H4
CRAF_pS338
HER3_pY1289
PR
CHK2_pT68
RICTOR_pT1135
RAD51
FOXM1
STATHMIN
GSK3ALPHABETA
IGF1IR _pY1135Y1136
AKT
IRS1
ULK1_pS757
JAK2
elF4E_pS209
MTOR
PARG
P53
BRD4
FOX03A
Stat3
RPA32
PKCPANBETAII_pS660
MRE11
ERALPHA
YTHDF2
SETD2
RAD50
CYCLIND1
YAP_pS127
1433ZETA
p44-42-MAPK
DJ1
GSK3ALPHABETA
P90RSK_pT359S363
CRAF _pS338
S6
Mytl
RRM1
ATR_pS428

0.464
0.46
0.456
0.452
0.444
0.414
0.409
0.408
0.401
0.684
0.602
0.587
0.571
0.569
0.544
0.516
0.515
-0.509
0.498
-0.494
0.488
0.486
-0.475
0.474
-0.464
0.458
0.456
-0.455
0.45
-0.43
-0.417
-0.415
0.414
0.413
-0.408
0.407
-0.406
0.404
0.617
0.565
0.473
0.469
0.44
-0.435
-0.427
0.401
0.623
0.535
0.53

7.52E-27
1.91E-26
6.14E-26
2.01E-25
1.53E-24
3.35E-21
1.02E-20
1.24E-20
7.24E-20
4.22E-67
1.78E-48
1.09E-45
1.19E-42
2.59E-42
3.12E-38
6.11E-34
8.47E-34
8.25E-33
2.46E-31
8.69E-31
5.80E-30
1.15E-29
2.49E-28
4.33E-28
6.00E-27
3.31E-26
5.93E-26
8.64E-26
2.93E-25
5.48E-23
1.59E-21
247E-21
2.99E-21
4.46E-21
1.43E-20
1.77E-20
2.05E-20
3.72E-20
1.77E-51
1.04E-41
4.50E-28
1.87E-27
4.40E-24
1.74E-23
1.27E-22
6.90E-20
1.16E-52
9.61E-37
5.26E-36
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RRM?2
RRM2
RRM?2
RRM2
RRM?2
RRM2
RRM2
RRM2
RRM2
RRM2
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2 pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2_pY542
SHP2 pY542
SHP2_pY542
SHP2_pY542
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
UGT1A
Vinculin
Vinculin
Vinculin
Vinculin
Vinculin
Vinculin
Vinculin

P27_pT198
Weel pS642
elF4E_pS209

Twist
CYCLINB1
RIP3
DAPK?2
PI3K-p110-b
c-1AP2
FOXM1
Pyk2_pY402
FAK pY397
SHC _pY317
SRC_pY527

MAPK_pT202Y204

SRC_pY416
EGFR_pY1068
STAT3_pY705

IGF1R_pY1135Y1136

DDR1_pY513
HER3_pY1289
HER2_pY1248

FRS2-alpha_pY196

BETACATENIN
AKT_pS473
CDK1_pT14

Enolase-1
HSP27_pS82
VHL
PKM2
IR-b
SIRP-alpha
MCT4
Calnexin
SOD2
H2AX_pS140
IRF-3_pS396
TSC1
RICTOR
DNA-Ligase-1V
Sifnl11
MYH11
STING
AKT

0.518
0.502
0.484
0.477
0.456
0.439
0.437
0.423
0.404
0.402
0.744
0.716
0.698
0.665
0.653
0.652
0.579
0.548
0.522
0.495
0.423
0.409
0.408
0.408
0.402
-0.401
0.59
0471
-0.446
0.445
0.443
0.431
0.427
0.413
0.408
0.402
0.402
0.513
0.507
0.505
0.485
0.419
0.418
0.404

3.42E-34
8.05E-32
2.11E-29
1.75E-28
5.95E-26
6.04E-24
1.04E-23
3.72E-22
3.31E-20
4.97E-20
2.10E-85
1.85E-76
5.44E-71
2.70E-62
2.02E-59
3.56E-59
4.74E-44
7.94E-39
9.98E-35
7.36E-31
3.20E-22
1.06E-20
1.20E-20
1.44E-20
5.86E-20
6.81E-20
3.44E-46
9.64E-28
8.60E-25
1.11E-24
2.11E-24
4.94E-23
1.26E-22
4.25E-21
1.43E-20
4.90E-20
5.45E-20
2.26E-33
1.24E-32
2.37E-32
1.47E-29
8.82E-22
1.30E-21
3.51E-20




