Supplementary Materials

Table S1. Primers used in this study

Primer Name

Sequence (5' > 3")

E-cadherin Forward
E-cadherin Reverse
N-cadherin Forward
N-cadherin Reverse
Vimentin Forward
Vimentin Reverse
Snail Forward
Snail Reverse

Slug Forward

Slug Reverse

Twist Forward
Twist Reverse
ZEB1 Forward
ZEB1 Reverse
ZEB2 Forward
ZEB2 Reverse
CD24 Forward
CD24 Reverse
CD44 Forward
CD44 Reverse
CD90 Forward
CD90 Reverse
CD133 Forward
CD133 Reverse
VEGFA Forward
VEGFA Reverse
GAPDH Forward
GAPDH Reverse

CGAGAGCTACACGTTCACGG
GGGTGTCGAGGGAAAAATAGG
AGCCAACCTTAACTGAGGAGT
GGCAAGTTGATTGGAGGGATG
GACGCCATCAACACCGAGTT
CTTTGTCGTTGGTTAGCTGGT
TCGGAAGCCTAACTACAGCGA
AGATGAGCATTGGCAGCGAG
TGTGACAAGGAATATGTGAGCC
TGAGCCCTCAGATTTGACCTG
GTCCGCAGTCTTACGAGGAG
GCTTGAGGGTCTGAATCTTGCT
CAGCTTGATACCTGTGAATGGG
TATCTGTGGTCGTGTGGGACT
CAAGAGGCGCAAACAAGCC
GGTTGGCAATACCGTCATCC
CTCCTACCCACGCAGATTTATTC
AGAGTGAGACCACGAAGAGAC
CTGCCGCTTTGCAGGTGTA
CATTGTGGGCAAGGTGCTATT
ATCGCTCTCCTGCTAACAGTC
CTCGTACTGGATGGGTGAACT
AGTCGGAAACTGGCAGATAGC
GGTAGTGTTGTACTGGGCCAAT
AGGGCAGAATCATCACGAAGT
AGGGTCTCGATTGGATGGCA
TTGGCATCGTTGAGGGTCT
CAGTGGGAACACGGAAAGC




M control miR-29c control miR-29¢ M

ERK1/2 ema ssm= 42/44 kDa p-ERK1/2 — G 42/44 kDa
M control miR-29c control miR-29¢ M

VEGFR2 - >200 kDa p-VEGFR2 . >200 kDa

M control miR-29c¢ M control miR-29c

B-actin S @me= 42 kDa VEGFA w— = = 43 kDa

Figure S1. Original uncropped Western blots shown in main text (related to Figure 6F).



