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Measure Training  Validation Definition

Entropy RSquare 0.750 0.6982 1-Loglike(model)/Loglike(0)
Nagelkerke RSquare 09051 0.8783 (1-(LI0)/Limodel)) *(2/m))/(1-L(0)*(2/n))
Mean -Log p 02658 03214 § -Loglp{jl/n

RMSE 0,2889 03257 ¥ Sylll-plil)'/m

Mean Abs Dev 0,1808 02172 3 yUl-plli/n

Misclassification Rate 01152 01687 J (pljl=pMax)/n
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Response probabilities

Leaf Label 3

cell blocks(0) 09863_ ooosol"" ooo45|""

cell blocks(1)&tissue(0)&N slices<5 01478 i i i i 08293 MM 00228 |

cell blocks(1)&tissue(0)&N slices> =5 0,5551 -Z {04106 W i 00343 |1

cell blocks(1)&tissue(1)&N slices<7 00617 ) !ii! o0008f]!ii! 08475 NN
cell blocks(1)&tissue(1)&N slices> =7&N slices> = 16&cancer type(3, 4) 0,1579 [ é ; [ 08060 - 00361 | iiii

cell blocks(1)&tissue(1)&N slices> =7&N slices> = 16&cancer type(S, 2, 1) 00155 | {!i! o024 |iii! 09581 FEEEN
cell blocks(1)&tissue(1)&N slices> =7&N slices <16&Needle type(2, 3)&cancer type(1, 2)&N slices<9 00312 il 09305 _ 00383 | i {1}

cell blocks(1)&tissue(1)&N slices>=7&N slices<16&Needle type(2, 3)*&N slices> =98cancer type(1) 00123 |iiii o2193[iii 07684 -

cell blocks(1)&tissue(1)&N slices> =7&N slices <16 A&N slices> =9&cancer type(2)&Needle type(3) 00256 | ! {!! 05047 B! ! 04697 - |

09416 NN 00360 | | | |

cell blocks(1)&tissue(1)&N slices>=7&N slices<16* A&N slices>=9&cancer type(2)&Needle type(2) 0,0224 |

cell blocks(1)&tissue(1)&N slices> =7&N slices<16&Needle type(2, 3)&cancer type(3, 4) 00186 | i iii 09622 I 00192}
cell blocks(1)&tissue(1)&N slices>=7&N slices<16&Needle type(4)&cancer type(2) 00332 )11 09392 I o00276 !
cell blocks(1)&tissue(1)&N slices>=7&N slices<16&Needle type(4)&cancer type(5, 4, 1)&nN slices<10  0,1746 [If | § i 08098 WM o0156 i
cell blocks(1)&tissue(1)&N slices> =7&N slices<16&Needle type(4)&cancer type(5, 4, 1)&N slices>=10  0,4180 . {05018 Wi 00802t

Response counts

Leaf Label 1 2

cell blocks(0) 46 [0 olifii
cell blocks(1)&tissue(0)&N slices <5 1§ 1A BER
cell blocks(1)&tissue(0)&N slices> =5 3t 2|)iiid
cell blocks(1)&tissue(1)&N slices<7 ofiiti oliiil
cell blocks(1)&tissue(1)&N slices> =7&N slices> =168cancer type(3, 4) IRERE 6fiiii
cell blocks(1)&tissue(1)&N slices>=7&N slices> =16&cancer type(s, 2, 1) olifti oifti
cell blocks(1)&tissue(1)&N slices> =7&N slices < 16&Needle type(2, 3)&cancer type(1, 2)&N slices<9 oftitl 6fiiii
cell blocks(1)&tissue(1)&N slices>=7&N slices < 16&Needle type(2, 3)*&N slices> =98&cancer type(1) oliiti 34l
cell blocks(1)&tissue(1)&N slices> =7&N slices <16 A&N slices> =9&cancer type(2)&Needle type(3) oiiii shiii}
cell blocks(1)&tissue(1)&N slices> =7&N slices <16~ &N slices> =9&cancer type(2)&Needle type(2) oliliti 7R iii
cell blocks(1)&tissue(1)&N slices>=7&N slices <16&Needle type(2, 3)&cancer type(3, 4) ol fiiil r1 ERE
cell blocks(1)&tissue(1)&N slices> =7&N slices < 16&Needle type(d)&cancer type(2) ol il d BEE
cell blocks(1)&tissue(1)&N slices>=7&N slices < 16&Needle type(4)&cancer type(S, 4, 1)&N slices<10 2 it woliii
cell blocks(1)&tissue(1)&N slices>=7&N slices <16&Needle type(d)&cancer type(5, 4, 1)&N slices> =10 6fiiii d RER



Legends to the figures

Figure 5. Partition report for lesion size. Each terminal node informs for the number of counts, total and particular per category level, the candidate G2

statistic corresponding to a logWorth value (-logio(p value)) and the probability fit contribution per level. Zero G? values signal a perfect division.

Figure 6. Statistical information on the validity and reliability of the partition modeling.

Figure 7. Leaf report of the 13 pathways according to the decision tree of the study, in response probabilities and numbers of patients.



