Supplementary figure legends

Figure S1. PCR was used to identify if PCDRInc1 knockout was homozygous
Figure S2. Verification of the deletion of PCDRInc1 using sequencing

Figure S3. PCR was used to verify PCDRIncl overexpression

Figure S4. Western blotting was used to confirm the knockdown of UHRF1 at

the protein level



Primers for Region 1 Primers for Primers for Region 3

Forward primer TCCCACATTCCATGGGCATC Forward primer TCAACAAACCTCTACCCCCAA Forward primer CTTCAGAGTCATGTGGCAACAC
PCR identified as homozygote Reverse primer TGTGCATCTGTTGCATATTGGT Reverse primer TGGGGCCAACAACTGTAGTG Reverse primer TTCTGGCACAATAAGTCTAACAGTC
Multiple sets of primers were designed before and after the two target sites for PCR amplification.

For the homozygotes with gene fragment knockout, Region 1 and J * could not amplify PCDR PCDR PCDR

-Inc1 M WT Water -Inc1 M WT Water -Inc1 M WT Water

corresponding fragments, only Region 3 could amplify truncated fragments.
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gRNA sequence for Cas 9 is as follows:

gRNA-AL:AGTATTCACCTACTGTAGCA

gRNA-A2:GGAGCTCCAGGCAACCTAGT



Verification of the deletion of PCDRIncl1 using sequencing

The gene fragments were sequenced and compared before and after knockout. The results are
simplified as follows: ATATATATAAAGAGAGAGAGACTTTTTTTTGAAGCCCTGC--del8519

bp----insert 108bp----CCTAGTGGGATGGGAATTGGGGACTGAGAGCGAAGAAGTG

CCTGCAGCTATGAGAAAGC GBGCCACGBGC TTCCCGAAGGG AGAAAGGC
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