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Figure S1

FIGURE S1. (A,B) Protein expression of ASF1b were repeated in six human GC cell
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lines. (C) Mean gray levels of the three times protein bands were quantified by using
the Imagel program. (D) The intersection of the three gene sets to obtain 8 genes
based on GEPIA database.
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Figure S2

FIGURE S2. (A,B) MRNA and protein expression level of ASFlb were efficiently
unregulated by ASF1b-OE in AGS and MGC803 cells. (C,D) Migration assay was
performed in AGS and MGC803 cells transfected with ASF1b-OE/vector (scale bar =
10 um, ***P < 0.001). (E,F) Invasion assay was performed in AGS and MGC803 cells



transfected with SF1b-OE/vector (scale bar = 10 um, ****P < 0.0001).



