Supplementary 1

A LUAD LIHC

e £=9.1256-05 E N o=7.348e-04 ER
—t
= * i - |
- 5 7 5 °
2 % O .
£ H £ o
g 3- H “ g 24
s ¥ 2] 3
o o @ ° 2 o
g 9] H § 29
2
e ) g
7 2 —— 5
=] 38 o |
= a T - =3
Normal Tumor
BRCA
2 J 2 8 4
o - s
& w
g ] J
e o c &1 c o
k-] 2 2 g
2 R4 ] % 8] ]
i g = e o
5 g B e
o T L] s
o - [
] £ 2 Lo
R 3 3 51
4 2 ]
g s 8 |
< =3
8 9 8 |
=l < =3
POU4F3(p=0.627) POU4F3(p=0.117) POU4F3(p=0.898)
a
2 =5 High axpression =7
3 h expression
Low expression Low expression
24
3 3 3
o | s © |
% 21 g s £
£ H ]
E] g E
LS LIFE 3z
o o o
Bl s 7 Ll
o | 2 |
Ch T T T T T s T T T T T L T T T T T T
0 s 10 15 20 0 2 a L] 0 10 0 2 4 6 8 10 12
Time (year) Time (year) Time (year)
POU4F3(p=0.18) POUA4F3(p=0.057) POUAF3(p=0.57)
24 =
21 [ High expression L -
- Low expression
P @ ]
ER 3
° 2 o ]
£ 48 $s
i £ £
5 < a 34 @ 34
a 54 3
o o
S s s
o ] a |
z T T T T T T T T T T T T T < T T T T T T T
o 2 4 & 8 10 12 14 0 5 10 18 2 o 2 4 [ 8 1 12

Time (year) Time (year) Time (year)



Supplementary 2
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RMS: 23.40
Freq G1: 66.40
FreqS: 2594
Freq G2: 7.60
Mean G1: 634,766
Mean G2: 1,224,557
G2/G1:1.93
CVG1:228%
CVG2:2.22%
Freq Sub-G1: 0.03
7 Freq Super-G2: 0.03
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Mean G1: 650,774
Mean G2: 1,254,519
= G2/G1:1.93
CVG1:2.27%
CVG2: 1.75%

Freq Sub-G1: 0.00
Freq Super-G2: 0.02
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RMS: 13.48
Freqg G1: 66.85
Freq S: 2596
Freq G2:7.13
Mean G1: 639,385
Mean G2: 1,231,519
G2/G1:1.93
CVG1:226%
CV G2 2.09%
Freq Sub-G1: 0.02
Freq Super-G2: 0.04
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RMS: 24.32
Freq G1: 66.87
Freq S: 25.32
Freq G2:7.73
Mean G1: 655,307
Mean G2: 1,265,861
G2/G1:1.93
CVG1:2.30%
CVG2:1.96%
Freq Sub-G1: 0.05
Freq Super-G2: 0.03
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