
Supplementary Table 1 The primer sequences used in this study 

Gene Primer Sequence (5′-3′) 

TMEM220-AS1 forward CTTCACTCGCTGGCTGTAGG 

reverse GGCCACACTTGCACCATATC 

TMEM220 forward CCTTGGTGCAGGTGGTGTA 

reverse ACAGCCCACACCGTACAAAA 

MYC forward TGGAACTTACAACACCCG 

reverse CCTCGTCGCAGTAGAAAT 

Cyclin D1 forward CTGACACCAATCTCCTCAACG 

reverse CTCACAGACCTCCAGCATCCA 

Snail1 forward CACACGCTGCCTTGTGTCT 

reverse GGTCAGCAAAAGCACGGTT 

β-actin forward CATGTACGTTGCTATCCAGGC 

reverse CTCCTTAATGTCACGCACGAT 

 

 

 

 



 

Supplementary Figure 1 The expression and clinical significance of TMEM220-

AS1 in HCC based on TCGA data. (A) The expression difference of TMEM220-AS1 

between HCC and normal liver tissues. (B) The correlation between TMEM220-AS1 

expression and pathological stage of HCC. (C) The low expression of TMEM220-AS1 

predicted poor prognosis of HCC. 

 



Supplementary Figure 2 TMEM220-AS1 overexpression dose not impact the 

stability of TMEM220 mRNA in HCC cells. MHCC97H and HCCLM3 cells that 

were transfected with pcDNA3.1 vector carrying TMEM220-AS1 or empty vector (EV) 

were treated with actinomycin D (5 μg/ml) to block transcription. qRT-PCR was 

performed to detect TMEM220 mRNA expression in different time points. 

 

Supplementary Figure 3 The expression and clinical significance of TMEM220 in 

HCC based on TCGA data. (A) The expression difference of TMEM220 mRNA 

between HCC and normal liver tissues. (B) The correlation between TMEM220-AS1 

and TMEM220 mRNA expression in HCC. (C) The correlation between TMEM220 

mRNA expression and pathological stage of HCC. (D) The low expression of 



TMEM220 predicted reduced overall survival of HCC. 


