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Figure S1. Copy number variants on Chromosomes of 10 DPHCC.

Figure S2. (A) Cox proportional risk regression analysis of the effect of CXCL9 expression on hepatocellular
carcinoma patients using OncoLnc. (B) Cox proportional risk regression analysis of the effect of CXCL9 expression
on hepatocellular carcinoma patients using TIMER.



