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Figure S1. Heat map of DEGs in low- and high-HOXA-AS2-expressing AML patients. 
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Figure S2. Directed acyclic graph of BiNGO enrichment results of 
DEGs in low- and high-HOXA-AS2-expressing AML patients.
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Figure S3. Plot of WGCNA analysis of DEGs in low- and high-HOXA-AS2-expressing AML patients.
(A) Soft threshold screening plot; (B) scale-free topology plot; (C) clustering dendrograms of genes; 
(D) TOM plot.
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