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Supplementary Figure
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Supplementary Figure S1. The mass deviation of all peptides. AM: Mass deviation.



Table S1. Characteristics of patients

Supplementary Tables

Symbol of Cycles Symbol of patients
Volume of Sustain time before
patients before Sex Age PCI before after
ascites (ml) relapse (month)
chemotherapy relapse chemotherapy
al Male 40 10 700 6 5.5 bl
a2 Female | 31 36 200 8 6 b2
a3 Female | 46 39 15000 5 5 b3

PCI: peritoneal cancer index




Table S2. Proteins identified by TMT-based proteomics

Unique AAS MW calc. P
Accession Gene Name Coverage @ Peptides PSMs Peptides [kDa] | pl value
Q13421 MSLN 14.9 9 30 9 630 689 6.38 0.021
P25940 COL5A3 1.1 1 2 1 1745  172.0 6.87 0.018
Q14767 LTBP2 4.2 6 7 6 1821 1949 519 0.042
Q9UBX7 KLK11 9.9 3 4 3 282 31.0 894 0.046
Q9Y240 CLEC11A 13.9 4 4 4 323 357 5.16 0.023
P55287 CDH11 8.7 7 14 7 796  87.9 491 0.025
P22676 CALB2 4.1 1 1 1 271 315 515 0.037
Q14314 FGL2 12.5 4 8 4 439 50.2 7.39 0.042
P07437 TUBB 6.1 2 2 2 444 496 | 4.89 0.049
P25774 CTSS 10.3 3 3 3 331 37.5 | 8.34 0.046
Q13201 MMRN1 1.6 2 6 2 1228  138.0 7.93 0.035
Q6UXS9 CASP12 6.2 1 3 1 341 38.8 6.02 0.014
Q96CX2 KCTD12 3.7 1 1 1 325 357 5.64 0.022
P06727 APOA4 82.3 35 419 35 396 454 538 0.014
015204 ADAMDECA1 3.6 1 1 1 470 527 7.34 0.019
P68363 TUBA1B 20.6 7 10 7 451 50.1 | 5.06 0.002
Q5HYAS8 TMEM67 1.4 1 2 1 995  111.7 | 6.77 0.049
Q9Y5CA1 ANGPTL3 2.4 1 1 1 460 53.6 6.7 0.044
Q01995 TAGLN 43.8 8 16 8 201 | 226 | 884 0.012
P68871 HBB 83.0 12 267 6 147 | 16.0 | 7.28 0.373
P69905 HBA1 71.8 10 132 10 142 152 | 8.68 0.374
P32119 PRDX2 54.5 10 65 9 198 219 597 0.379
P55327 TPD52 6.7 1 1 1 224 | 243 483 0.343
P00738 HP 50.5 21 136 21 406 452 6.58 0.133
P02042 HBD 83.0 11 155 5 147 ' 16.0 8.05 0.371
Q5T619 ZNF648 2.1 1 17 1 568 62.3 8.62 0.374
P28330 ACADL 44 1 3 1 430 476 7.8  0.391
P00915 CA1 47 1 11 76 11 261 | 289 712 0.363
P00918 CA2 42.3 9 20 9 260 @ 29.2 7.4 0.370
P07910 HNRNPC 11.1 4 7 4 306 33.7 5.08 0.384
P10451 SPP1 23.6 5 44 5 314 354 458 0.399
P29508 SERPINB3 15.6 6 10 6 390 445 6.81 0.344
P03956 MMP1 4.3 2 2 2 469 540 6.96 0435
095994 AGR2 9.7 1 1 1 175  20.0 9 0.308
Q06141 REG3A 31.4 4 13 4 175 194 764 0.444
P14174 MIF 7.8 1 2 1 115 125 7.88  0.381
P30041 PRDX6 51.3 9 18 9 224 | 250 6.38 0.372
P10599 TXN 40.0 5 11 5 105 11.7 492 0.363
P69891 HBG1 64.6 9 48 1 147 | 161 7.2 0.381
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253
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84.4
31.1
76.6
66.2
92.4
72.3
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45.6
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12.6
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30.4
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165.2
55.9
14.2
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12.2
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27.6
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30.6
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39.7
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441
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7.74
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8.28
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0.351
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0.440
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0.390
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0.326
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0.496
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0.208
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11.1
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21.0
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120.4
34.0
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28.8
35.9
33.3
57.0
53.6
48.2
23.2
37.2
61.6
48.5
468.5
71.3
46.6
47.6
47.9
37.8
110.2
88.3
47.5
11.4
465.4
53.3
11.9
10.4
70.0
51.5
97.4
57.9
11.9
38.3
50.7
173.3
90.9
41.3
50.6
67.7
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5.63
6.07
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5.24
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5.12
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5.11
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11.4
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0.723
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1 346
1 381
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6 1479
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6 743
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12 655
1 724
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1 977
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1 630
2 879
1 308
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33 866
3 1390
3 504
14 699

62.3
30.6
449
514
32.9
250.4
10.8
309.1
16.5
12.8
68.0
224
302.9
104.7
258
32.9
53.7
92.2
97.4
99.9
46.1
751
37.2
43.1
134.1
166.6
111.3
82.2
23.0
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70.6
83.2
57.3
106.4
37.6
70.9
100.8
34.9
55.1
94.9
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56.9
79.2

7.74
6.38
8.75
7.94
6.67
5.47
7.03
5.48
8.09
5.25
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8.25
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6.76
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4.72
6.84
5.14
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6.1
7.62
5.67
6.28
7.25

6.2
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5.22
6.65
6.07
6.79
7.24
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6.67
7.14
7.39
7.46
5.52
6.28
6.55
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7.33
5.54
5.49

0.654
0.831
0.295
0.669
0.847
0.653
0.862
0.728
0.706
0.790
0.847
0.718
0.657
0.699
0.743
0.862
0.466
0.841
0.268
0.575
0.494
0.456
0.663
0.215
0.669
0.616
0.470
0.418
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0.633
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0.779
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PFEN1
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CPN1
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CTGF
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MB
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RGMA
ICAM3
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BTD
ILF2
B4GAT1
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LCAT

8.9
9.2
14.4
4.8
26.7
42.2
35.8
26.4
19.9
26.5
201
1.8
65.0
9.5
30.3
3.6
10.0
4.0
13.8
8.7
26.8
0.9
28.7
10.3
41.4
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5635
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686
1134
512
349
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154
810
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461
746
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547
693
543
390
415
711
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88.2
10.0
59.5
36.9
109.5
65.7
18.0
54.5
18.3
12.8
35.7
118.3
15.0
80.8
52.3
37.5
53.4
125.0
12.5
50.1
82.8
613.0
343.5
75.7
123.7
56.2
38.1
47.6
52.0
20.6
17.2
90.5
5.1
52.0
86.2
49.3
59.5
78.9
61.1
43.0
471
80.3
49.5

6.04
6.57
6.46
8.85
5.48

7.5
7.81

8.73
8.28

7.8
7.09
8.27
5.35
7.34
5.45

6.7
7.03
4.59
9.01

4.6
6.49
6.68
5.63
5.66
8.02

5.52
6.14
7.43
7.68
7.24
5.06
6.28
9.04
7.42
5.43
8.27
6.25
5.26

7.2
7.68
6.11

0.313
0.886
0.374
0.779
0.602
0.696
0.804
0.737
0.669
0.897
0.790
0.770
0.889
0.869
0.669
0.657
0.860
0.583
0.821
0.924
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0.727
0.798
0.822
0.904
0.832
0.862
0.705
0.776
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0.900
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0.755
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COL6A2
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MAN2A2
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IGHV5-51
ADGRG6
OMD
C4BPA
TKT
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GGH
SERPINE1
IGF2
ALCAM
ITGB1
IGLC2
PCSK9
TNC
FBLN1
CD109
PTPRS
REG1A
FDXR
SFRP4
HSP90B1
PRSS2
YWHAH
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GSN
FSTLA1
SPON2
IGLV3-10
RP1
SLC3A2
LAMB2
CFB
ECM1
IGF1

16.4
10.3
14.4
8.2
23
1.6
30.2
14.3
34.2
0.9
9.7
394
10.8
7.7
24.8
8.7
13.9
19.7
13.0
69.8
3.0
25.2
27.9
10.5
29
31.9
4.5
26.0
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15.7
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1.6
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117
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583
798
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692
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1445
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491
346
803
247
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979
474
782
308
331
115
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630
1798
764
540
195

26.7
70.8
571.6
108.5
36.7
130.5
28.3
124.5
12.7
136.6
49.5
67.0
67.8
13.1
35.9
45.0
20.1
65.1
88.4
11.3
74.2
240.7
77.2
161.6
216.9
18.7
53.8
39.8
924
26.5
28.2
109.9
52.9
85.6
35.0
35.8
12.4
240.5
68.0
195.9
85.5
60.6
21.8

7.18

5.6
5.34
6.21
8.59
6.84
5.14
5.27
8.27
7.87
5.59

7.3
7.66
9.29
7.11

7.2
9.32
6.25
5.39
7.24
6.61
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5.22
5.85
6.46
5.94
8.44
8.82
4.84
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4.84
6.55
5.54
6.28
5.52
5.52
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6.52
7.06
6.71
9.72

0.916
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0.914
0.789
0.893
0.834
0.940
0.775
0.797
0.807
0.934
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0.961
0.916
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0.954
0.915
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0.965
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LSAMP
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THBS2
PKDCC
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CDHR5
CRELD1

4.6
1.2
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9.5
20.6
2.5
3.1
1.7
3.7
2.2
27.0
43.0
13.0
40.8
45.4
12.5
8.0
7.6
31.6
6.6
3.5
4.9
20
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1.9
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62.2
7.1
4.5

20

-_—
w N G

=2 W N RO ONN 2N oS

3w ~~3

O O U ¢ « B I G (o JR IS G R G R G N |

87

10

54

328

=N W=~ N w

A A A a a
O =W o N wod

90

31

80

1071
14

16

23

W NG, NN

= 2w N A ®ONN 2N g

—
N o

21

—_

54

N D D o A a0 m © A a a N

2647
956
664
117
495
142
338

1461
364
445

1210

1135
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1925
241
151
764
147
207
335
112
145
405

1158
201

4544

1907
455
664

1231
652
117
640
765

1172
493
188
418
466
319

1744
845
420

280.6
106.8
75.2
12.8
54.2
15.9
37.4
159.9
39.4
50.8
134.2
126.1
25.0
211.9
275
16.6
83.2
15.9
232
37.4
12.0
17.2
451
130.8
21.8
504.3
212.7
48.9
76.1
139.0
68.5
12.8
69.7
84.6
129.9
54.1
21.2
47.3
51.6
35.6
192.6
88.2
45.4

6.06
6.27
4.81
4.78
5.86
5.67
6.98
6.54
7.87
9.16
6.68
5.15
7.65
7.15

6.6
7.65
5.74
5.76

8.1
8.07
4.96
10.6
6.04
5.11
8.73
5.39

6.3
6.67
9.07
6.61
5.44
8.84
5.24
7.08
4.83
8.41
6.01
5.88
7.23
8.15
7.27
4.93
4.87

0.994
0.988
0.975
0.950
0.951
0.982
0.966
0.901
0.979
0.959
0.883
0.912
0.878
0.947
0.942
0.935
0.956
0.797
0.895
0.747
0.947
0.954
0.857
0.885
0.926
0.886
0.833
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0.893
0.936
0.779
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0.891
0.919
0.965
0.892
0.777
0.738
0.892
0.776
0.807
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FCGR2A
PAM
KRT2
SELENOP
CD84
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TGOLN2
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NRP2
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3.9
1.6
9.8
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23.2
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4.6
2.9
37.3
17.9
1.5
61.4
16.7
26.2
8.7
6.8
45.7
1.3
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1.3
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1474
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