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Figure.S1 PPI network of MiR-target networks (GeneMANIA). The biological functions of the 

gene sets of MiR-target networks were assessed using the applied bioinformatics methods via the 

PPI network. 
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Figure.S2 PPI network of TF-target networks (GeneMANIA). The biological functions of the gene 

sets of TF-target networks were assessed using the applied bioinformatics methods via the PPI 

network. 

 


