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Table 1S

Time

24h

48h

72h

96h

T T T Tt

Statistics of MTS experiments of SW480 and RKO

SW480 (Compared with 0 mmol)

1 5 10 20
2.133 2.115 5. 496 5. 538
0.0769  0.0788 0.0015 0.0015

0.7661 9. 239 15. 24 28.72
0.4727 <0.0001 <0.0001 <0.0001
0.7101 8. 088 14. 36 19. 06
0.5043  0.0002 <0.0001 <0.0001
3.514 19.3 16. 05 27.52
0.0126 <0.0001 <0.0001 <0.0001

RKO (Compared with 0 nmol)

1 5 10 20
0. 8428 1. 169 1. 832 1.614
0.4315 0.2868 0.1167 0.1576
0. 0354 3.13 5.1 5.718
0.9729  0.0203 0.0022 0.0012

1. 079 19. 83 14. 57 54.43
0. 3222 <0.0001 <0.0001 <0.0001

1.518 16. 52 40. 25 49. 83
0.1798 <0.0001 <0.0001 <0.0001



Ligand:

Table 2S 10322911

GENEsymb1 Pharma
ITGAL 1xdd v
BMP2 lreu v
AKR1C2 1396 v
PGR 2ovim_v
GSTP1  1lbk v
MAPKAPK2 2p3g_v
CA2 lokl v
TTR lijn v
ALB le7e v
STS 1p49 v
APOA2 1161 v
GC 1578 v
ANG 1k59 v
BCHE 1p0i_v
HSD17B11 1ybl v
CASP3 3dej v
CASP7 1shj v
PIML 20bj v
CLPP 1tgb v
CA1l lezm v
BACE1 3exo_v
ESR1 lgku v
AKR1B1 2agt_v
PPIA 1w81 v

#N/A - 3hve v
PDE4B 1xn0_v
AKRIC3  1xf0 v
THRB 2pin_v
GSR 1xan_v

#N/A - 1rsO v
CYP19A1 3eqm v
MAPK1 1pme v
KIF11 2pg2_v
MAPK10 lpmv_v
CDK2 2vta_v
MAPK8 luki_v
MAOB 2bk5_v
SULT2A1  lov4 v
PNP 1v3q v
AR 1xj7 v
CES1 lyad v
PAH 4pah_v
MAPK14  1w84 v
MMP13 830c_v
HSD17B1 1lqyx v
AMPM2 1yw9 v
CCNA2 lhls v
TGFBR1 Ivjy v
NR3C2 2aab_v
SHBG 1lhw v
RORA 1n83 v
PPP5C 1s95 v
LSS 1w6j v
SRC lodi v
FABP4 ltow v
ADH1B ludv_v
LCN2 116m_ v

#N/A O 2§Tx v
DUSP6 Imkp_v
EGFR nl7 v
CHEK1 2brg v
REN 2gly v
NOS3 1m9r_v
CHIT1 lwaw v
AURKA  2wlf v
TREM1 1g8m_v
SEC14L2 1lo6u_v
ADAM17 lzxe v
PPARD 3dy6_v
PIPNI  1c83 v
MMP8 ljao v
HSD11B1 3czr_ v
ANXA5 lhak v
PPARG 1fm6 v
ADH5 1m6w v
MIF lgez v
KDR 2p2h_ v
TYMS 1juj v

#N/A - 2fb8 v
PTPN11 2shp_v

#N/A letrov
RXRA 2acl v
SORD 1pl6_v
HSP90AAT 2byi v
CTSK 1gbk v
PDPK1 2pe0_v
PDE4D 1xor v
IGFIR 3fbp v
MTAP legb v
ESRRG 1s9p_v
TNNC1 1ih0_v
IMPA1 lawb_v
SULT2B1  1q22 v
NQO1 1kbo_v
DHFR 183w v
F10 2bg6_v

#N/A 1rTy v

McNum FeatuFit
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2.99
2.989
2.94
.937
931
922
2.9
899
869
868
848
778
743
803
801
785
773
766
2.76
745
744
733
17
679
626
583
567
562
371
525
512
473
447
446
435
334
312
791
264
263
975
967
966
965
702
962
941
917
643
909
908
907
628
899
892
891
886
877
871
866
145
849
809
792
2.79
2.08
443
748
736
724
718
388
703
2.7
374
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w

2.65
2.641
2.632

3.29
289
627
277
591
591
588
202

2.55
3.184
3.814
2.539

3.78

EESESNECERN O

2.507
2.503
2. 462
3.662

Norm Fit zscore

0.9967
0. 9964
0.98
9789
9772
9741
9666
9663
9565
9559
9494
9444
9358
9345
9337
9284
9245

0.922

0.92
0.9149
0.9146

0.911
9057
8929
8754
8609
8555
8539
8428
8418
8374
8242
8156
8152
8116
7781
71707
7582
7546
7543
7439
7419
7414
7412
7405
7405
7353
7293
7286
7272
0.727
7266
7255
7248
7231
7228
7215
7194
7178
7165
7149
7123
7022
6979
6975
6932
6885
6869
6841

0. 681
0.6794
0.6775
0.6758

0.675
0.6749
0.6723

PO
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Sl

1. 14692
0.910619
1. 02408
1. 05785
1. 01928
0. 923294
0. 922467
0.914745
0. 825613
0. 760295
0. 736608
2. 48627
3. 76049
0. 662629
0. 65998
701773
452576
579684
636951
640749
577274
0.5315
621009
257317
281576
303081
263055
243333
1. 92828

-0. 259725
0. 0468122
-0. 333706
-0. 291779
—0. 944538
0. 162992
-0. 738976
-0. 00573838
1. 85152

-0. 562938
-0. 257755
0. 866272

0. 990883

0. 856479

0. 764965

1. 73626

0. 975637

1. 02505

0. 710506

1. 91889

0. 775848

0. 616297

0. 752247

2. 48351

0. 463792
0.410519

0. 80849

0. 528964

0. 77565
. 692185
. 745371
. 640584
. 836759
. 531768
. 474624
. 673058
. 698524
1. 23746
0. 167386

0. 26568
0.0768516
0. 520397

1. 29299

-0. 308763
0. 0302989
1. 42976

0. 347889

0. 234968
-0. 295069
-0. 00403994
1.1287

1. 15637

0. 108424

1. 14436

0. 37281

0. 225785
-0. 00280628
1. 36795

—0. 059969
0. 40087

2. 29365

—0. 149965
0. 69288
2.52112

-0. 209214
0. 114335
-0. 104903
2. 73255
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AcNum HB DcNum PositNum NegatNum AromaName Class Uniplot Function Disease Idication
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0 Integrin IMMUNE SYITAL HUMA Integrin NONE NONE
0 Bone morp HORMONE /C BMP2_HUMA Induces ¢NONE Bone dise
0 Aldo-ketc OXIDOREDUAK1C2 HUVWorks in NONE NONE
0 Progester TRANSCRIPPRGR_HUMA The stercNONE Uterine f
0 Glutathic TRANSFERAGSTP1 HUN ConjugatiNONE NONE
0 MAP kinasNONE P49137  Involved NONE NONE
0 Carbonic LYASE CAH2_HUMAEssentialDefects iNONE
0 Transthyr TRANSPORT TTHY HUMA Thyroid FDefects iNONE
0 Serum altPLASMA PFALBU_HUMASerum altDefects iNONE
0 Steryl-stHYDROLASESTS_HUMAMNConversicDefects iCognitive
0 Apolipopr LIPID TRAAPOA2 HUVMay stabiNONE NONE
0 Vitamin [ TRANSPORTVTDB_ HUMAMultifuncNONE NONE
0 AngiogeniHYDROLASEANGI HUMAMay functDefects iNONE
0 Cholinest HYDROLASE CHLE HUMANONE Defects iNeurotoxi
0 Estradiol OXIDOREDUDHB11 HUNCan conve NONE Prostate
0 Caspase—:HYDROLASE CASP3_HUV Involved —Gly-217 NONE
0 Caspase—THYDROLASE CASP7_HUV Involved —Gly— 217NONE
0 Proto—oncNONE P11309  Involved NONE For nutri
0 Putative HYDROLASECLPP_HUMAClp cleavNONE NONE
0 Carbonic LYASE (OXCCAH1_HUMAReversiblNONE NONE
0 Beta—secrNONE P56817  Involved NONE NONE
0 Estrogen NUCLEAR FESR1 HUMANuclear FNONE Melanoma ;
0 Aldose reOXIDOREDUALDR_HUMACatalyzesIn diabetNeuropath
0 Peptidyl-NONE P62937  PosttransNONE For treat
0 NONE NONE NONE NONE NONE NONE
0 cAMP-spec HYDROLASEPDE4B_HUVMay be ir NONE Chronic ¢
0 Aldo—ketc OXIDOREDUAK1C3_HUN CatalyzesNONE NONE
0 Thyroid FNONE P10828  Nuclear FNONE NONE
0 GlutathicNONE P00390  RNA proceNONE For nutri
0 Complemen HYDROLASE CFAB_HUMA Factor B NONE NONE
0 Cytochron NONE P11511 CatalyzesNONE NONE
0 Mitogen—e TRANSFERAMKO1 HUMA Involved NONE NONE
0 Kinesin—IMOTOR PRCKIF11 HUVMotor prcNONE Melanoma ;
0 Mitogen—¢ TRANSFERAMK10 HUMAResponds A chromosCentral r
0 Cell diviNONE P24941  Involved NONE NONE
0 Mitogen—& TRANSFERAMKO8_HUMA Responds NONE Psoriasis
0 Amine oxiOXIDOREDUAOFB_HUMACatalyzesNONE Alzheimer
0 Bile saltNONE Q06520  Involved NONE NONE
0 Purine ntTRANSFERAPNPH_HUMANONE Defects iT-cell ly
0 Androgen HORMONE/CANDR_HUMASteroid FGenetic vHypoactiv
0 Liver carHYDROLASEEST1 HUMA Involved NONE Arteriosc
0 PhenylalaMONOOXGYGPH4H HUMANONE Defects iPhenylket
0 Mitogen—& NONE Q16539 Involved NONE NONE
0 CollagenaMATRIX MEMMP13_HUNDegrades Defects iNONE
0 Estradiol NONE P14061 Lipid treNONE Some evic
0 MethioninHYDROLASE AMPM2_HUN Removes tNONE NONE
0 Cyclin—AZ TRANSFERACCNA2_HUNEssential NONE NONE
0 TGF-beta TRANSFERATGFR1 _HUNOn ligandDefects iSkin burn
0 Mineraloc TRANSCRIPMCR_HUMAMReceptor Defects iMetabolic
0 Sex hormec TRANSPORT SHBG_HUMA Functions NONE NONE
0 Nuclear rLIPID BIMNRORA HUMAOrphan nuNONE NONE
0 Serine/tt NONE P53041  Involved NONE NONE
0 Lanosterc ISOMERASEERG7_HUMA CatalyzesNONE Hyperlipi
0 Proto—onc SIGNALING SRC_HUMANNONE NONE Hypercalc
0 Fatty aciLIPID TRAFABP4 HUNLipid treNONE Non—insul
0 Alcohol cOXIDOREDUADH1B_HUYNONE NONE NONE
0 Neutrophi TRANSPORTNGAL_HUMA Transport NONE NONE
0 Estrogen NONE Q62986 Involved NONE NONE
0 Dual specHYDROLASEDUS6_HUMA InactivatNONE NONE
0 Epidermal TRANSFERAEGFR_HUMAReceptor Defects iSquamous
0 Serine/tt TRANSFERACHK1 HUMARequired NONE Cancer ; Sc
0 Renin HYDROLASERENI HUMARenin is Defects iGlaucoma;
0 Nitric oxOXIDOREDUNOS3_HUMAProduces NONE Coronary
0 ChitotricNONE Q13231  Involved NONE NONE
0 Serine/tt NONE 014965  Involved NONE NONE
0 TriggerinNONE QINP99  Involved NONE For nutri
0 SEC14-1ikNONE 076054  Involved NONE Vitamin F
0 ADAM 17 HYDROLASEADA17 HUNCleaves tNONE Psoriasis
0 Peroxisom NONE Q03181  Involved NONE EPA can t
0 Tyrosine- HYDROLASEPTN1 _HUMAMay play NONE NONE
0 Neutrophi COMPLEX (MMP8 HUMACan degraNONE NONE
0 Corticost OXIDOREDUDHI1 HUMACatalyzesDefects iNon—insul
0 Annexin ACALCIUM/FANXA5_HUVThis protNONE NONE
0 Peroxison TRANSCRIPPPARG_HUV Receptor Defects iAsthma;Ce
0 Alcohol cOXIDOREDUADHX HUMAClass—ITIINONE NONE
0 Macrophag IMMUNE SYMIF HUMAMNThe expreGenetic vInsulin ¢
0 Vascular TRANSFERAVGFR2 HUNReceptor NONE Angiogene
0 Thymidyla TRANSFERATYSY HUMANONE NONE Small-cel
0 B-Raf prc TRANSFERABRAF1_HUN Involved Defects iMelanoma;
0 Tyrosine- TYROSINE PTN11_HUVActs dowrDefects iNONE
0 CalmoduliCALCTUM-ECALM HUMACalmoduliNONE NONE
0 Retinoic TRANSCRIPRXRA HUMANuclear FNONE Acute prc
0 Sorbitol OXIDOREDUDHSO HUMANONE NONE Diabetic
0 Heat shoc CHAPERONEHS90A HUVMolecular NONE NONE
0 CathepsinHYDROLASE CATK_HUMAClosely iDefects iMultiple
0 3-phosphc TRANSFERAPDPK1_HUY Phosphory NONE NONE
0 cAMP-spec HYDROLASEPDE4D HUV RegulatesGenetic vNONE
0 Insulin—-INONE P08069  Involved NONE For treat
0 S—methyl-NONE Q13126  NucleotidNONE For nutri
0 Estrogen- TRANSCRIPERR3_HUMA Orphan reNONE NONE
0 Troponin NONE P63316 Involved NONE For short
0 Inositol HYDROLASE IMPA1_HUNResponsibThe blockNONE
0 SulfotranNONE 000204  Involved NONE NONE
0 NAD (P)H cOXIDOREDUNQO1 HUMAThe enzym NONE NONE
0 Dihydrofc OXIDOREDUDYR HUMANNONE NONE NONE
0 CoagulatiHYDROLASEFA10 HUMAFactor XeNONE Thromboen
0 Histo—blcNONE P16442  Involved NONE NONE



CSNK2A1
HSPAS
TTPA
PYGL
MMP3
GSK3B
HDAC8
DPP4
PNMT
DHODH
LCK
PDE3B
CFD
CTSG
PARP1
PGF
CPB1
AMY2A
F2
15620
LTA4H
PDESA
ITK
ADK
PLAU
MMP12
HMGCR
CYP2C9
CBR1
EPHX2
ADH1C
AHCY
ALDH2
SERPINAL
EPHB4
FGFR1
JAK3
CTNNAT
WAS
TRAPPC3
S0D2
GLRX
FABPT
REGIA
NR1H2
FGFR2
NRIH3
PPARA
MTHFD1
NR1H4
AN/A
AKRICIL
AN/A
GLO1
SULT1E1
THRA
SYK
AN/A
ADAM17
RBP4
GSTT2B
GSTAL
XIAP
FABP6
FABP3
PLA2G2A
CSNK1G2
YARS
CDK6
RNASE4
FHIT
MET
PDK2
NRI1I3
PCK1
F7
BLVRB
RHOA
DPEP1
AN/A
MDM2
AMY1B
FABP5
NR3C1
VDR
SELP
AMD1
TPI1
BST1
FKBP1A
HNF4G
PIK3CG
CRABP2
CDA
FECH
RNASE3
ABL1
JAK2
NOS2
GM2A
ELANE

3h30_v
3fzk v
loiz v
1fa9 v
1d7x v
3f7z v
1w22_v
2hha_v
In7i v
1d3g_v
20f4 v
1so2 v
ldic v
legh v
1wok v
1fzv v
Tkwm_v
3cpu_v
lktt v
Iwlj v
3cho_v
Irkp_v
1sm2_ v
2i6b_v
1£92 v
lutt v
2q6¢_v
logh v
lwma_v
1vijs. v
1udw_v
la7a v
1of7 v
1iz2 v
2vww_v
lagw v
lyvj_v
lhég v
1t84 v
1sz7 v
1xil v
1b4q v
1fe3 v
ladd v
lupw v
loec v
luhl v
li7g v
ldia v
losh_v
lydt_v
Imrq v
2vdl v
laip_v
1g3m v
Inav_v
1xbe_v
lgzr v
3edz_v
1rbp_v
1ljr v
lgse v
20py_v
lolv_ v
2hmb_v
ldey v
2c47 v
1qll v
1x02 v
2rnf_v
2fhi v
1rOp v
2bub_v
Ixvp_v
Inhx v
2flr v
lhe2 v
la2b v
litu v
2(57 v
Irvl v
lg4n v
1b56_v
Inhz_v
1s19 v
lglr v
1i7b v
lhti v
lisg v
1fki_v
11v2 v
le8z v
3chs_v
1mg0_v
lhrk v
ldyt v
2hzi_v
2b7a_v
2nsi_v
1tjj v
lhlb v
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437
436
044
432
424
029
603
992
2.39
384
384
954
352
935
934
931
927
918
905
899
307
296
437
421
847
846
845
414
834
818
812
809
806
359
238
219
327
771
759
298
748
733
826
725
266
703
243
233
232
681
671
656
181

3.71
3.708

3.68
2.615
3.129
2.597
4.134
3.601
3.085
2.561

3.58
3.559
2.528

2.02
525
523
507
502
975
967
966
956
421
901
894
841
393
388
859
363
762
758
817
748
801
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0.6092
0.6091
0.6088

0. 608
6061
6058
6005
5984
5976
5961
5961
5908
5881
0. 587
5867
5862
5855
5837
5811
5798
5767
5741
5729
5702
5695
5693
5691
5689
5668
5636
5625
5617
5612
5598
5595
5549
5545
5541
5518
5496
5496
5466
5465
0. 545
5444
5406
5405
5388
5387
5362
5343
5311
5301
0.53
5297
5257
0.523
5215
5194
5168
5144
5142
5123
5114
5084
5056
5051
5049
5047
5013
5004
4958
4945
4943
4926
4842
4835
4823
4802
4785
4717
4765
4727
4702
4697
4694
4685
4668
4667
4664
4656
4654
4628
4626
4609
4593
4579
4566
4564

0. 456
0.4514
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0. 0584914
-0. 253067
0. 666902
-0. 287533
—0. 0557303
0. 913089
1.6543

1. 11623
-0. 86091
—0. 6868
-0. 234403
0.797327
-0. 614332
0. 975307
0. 494421
0. 720473
-0. 10423
0. 907559
0.571482
0.255112
-0. 149397
—0. 424825
1.3578

1. 04405
0. 756844
0. 373809
0. 516261
1. 61603
0. 520288
0. 181816
0. 25127
0.123104
0.603611
1. 55942
—0. 727475
-0. 81237
1. 19431
0. 240449
—0. 382247
0.894174
0. 276764
0. 21955
1. 33678
0.392411
0.979271
—0. 243324
1. 01947

1. 10437

1. 69957
-0. 314068
-0. 254979
-0. 19207
0. 566682
1. 05243
1.4124

1. 49423
-0. 274543
1. 04478
0. 413479
1. 03618
2. 02054
0. 400347
0. 124794
1. 04953
0. 878363
—0. 954748
-1. 20191
—0. 40966
-0. 18693
-0. 462335
0. 0817782
0.121518
0. 0375573
0. 241254
0.0905391
-0. 559078
0. 246847
0. 915877
1.27229
-0. 523768
-1. 11008
0. 576842
—0. 99898
1. 03739
2.13507
0. 796425
3.05423
-0. 131938
0.0154672
1. 35914
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-1. 28562
1. 25718
-1. 15029
1.3933
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1.6674

0. 57146
0. 359769
0. 0353107
—0. 188153
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0 Casein kiNONE P68400 Involved NONE Being inv
0 Heat shocNONE P11142  Molecular NONE NONE
0 Alpha—tocNONE P49638 Involved NONE Vitamin F
0 Glycogen NONE P06737  Carbohydr NONE For nutri
0 Stromelys HYDROLASEMMP3_HUMACan degraNONE NONE
0 Glycogen NONE P49841 Involved NONE NONE
0 Histone ¢HYDROLASEHDAC8 HUYResponsibNONE NONE
0 Dipeptidy HYDROLASEDPP4_HUMA Removes MNONE Rheumatoi
0 Phenyleth TRANSFERAPNMT HUMA Converts NONE NONE
0 Dihydroor OXIDOREDUPYRD HUMANONE NONE NONE
0 Proto—onc TRANSFERALCK_HUMAN Tyrosine A chromosPsoriasis
0 cGMP-inhiHYDROLASEPDE3B HUVMay play NONE NONE
0 Complemen SERINE PECFAD_HUMAFactor D Defects iAutoimmun
0 CathepsinCOMPLEX (CATG_HUMASerine prNONE Connectiv
0 Poly [ADIFNONE P09874 Involved NONE NONE
0 Placenta HORMONE/CPLGF_HUMAGrowth feNONE Retinopat
0 Carboxype NONE P15086 Involved NONE NONE
0 PancreatiHYDROLASE AMYP_HUMANONE NONE Bacillus
0 Prothromt HYDROLASE THRB_HUMA Thrombin, Defects iDeep vein
0 Interferc HYDROLASE 1SG20_HUY ExonucleaNONE NONE
0 LeukotrieHYDROLASE LKHA4 HUNHydrolyze NONE Inflammat
1 cGMP-spec HYDROLASEPDESA_HUNPlays a rNONE Anal fiss
0 Tyrosine- NONE Q08881 Involved NONE NONE
0 Adenosine NONE P55263  ATP depernNONE NONE

0 Urokinase HYDROLASE UROK_HUMA SpecificaNONE Angiogene
0 Macrophag HYDROLASEMMP12_HUVMay be ir NONE Chronic ¢
0 3-hydroxy OXIDOREDUHMDH_HUMA This trar NONE Alzheimer

0 Cytochron ELECTRON CP2C9 HUN Cytochrom NONE NONE

0 Carbonyl OXIDOREDUCBR1 HUMACatalyzesNONE NONE

0 Epoxide FHYDROLASEHYES HUMAActs on eNONE NONE

0 Alcohol c¢NONE P00326  Energy prNONE Some evic
0 AdenosylhHYDROLASE SAHH_HUMA AdenosylhDefects iInflammat
0 Aldehyde OXIDOREDUALDH2 HUVNONE NONE NONE

0 Alpha—1-¢PROTEIN EAIAT HUMA Inhibitor The majorPsoriasis
0 Ephrin ty TRANSFERAEPHB4 HUN Receptor NONE Ocular di
0 Basic fitPROTEIN KFGFR1_HUVReceptor Defects iNONE

0 Tyrosine- TRANSFERA JAK3_HUMA Tyrosine Defects iPsoriasis
0 Catenin &CYTOSKELECTNA1 HUVAssociateAbnormaliNONE

0 Wiskott—ASIGNALINGWASP_HUMAEffector Defects iWiskott—#
0 TraffickiNONE 043617  May play NONE NONE

0 SuperoxidNONE P04179  Destroys NONE NONE

0 Glutaredc OXIDOREDUGLRX1 HUVHas a gluNONE NONE

0 Fatty aciLIPID BINFABP7 HUVB-FABP ccNONE NONE

0 LithostatNONE P05451  Involved NONE NONE

0 Oxysterol RECEPTOR NR1H2 HUNOrphan reNONE Lipid met
0 FibroblasNONE P21802  Involved NONE For treat
0 Oxysterol DNA BINDINR1H3_HUN Orphan reNONE NONE

0 Peroxison TRANSCRIPPPARA_HUN Receptor NONE Syndrome
0 C-1-tetreNONE P11586  NucleotidNONE For nutri
0 Bile acic TRANSCRIPNR1H4 HUYReceptor NONE Liver filk
0 cAMP-depe NONE P00517 Involved NONE NONE

0 Aldo—ketcNONE Q04828  Involved NONE Some evic
0 Glutathic ISOMERASEPTGD2_HUN CatalyzesNONE NONE

0 Lactoylgl LYASE LGUL_HUMA CatalyzesNONE Cancer

0 Estrogen TRANSFERAST1E1 HUVMay contr NONE NONE

0 Thyroid FNONE P10827 Involved NONE Used as 1
0 Tyrosine- TRANSFERAKSYK HUMAPositive NONE Systemic
0 Insulin—INONE P01343  NONE NONE NONE

1 Disintegr NONE P78536  Cleaves tNONE NONE

0 Retinol -t RETINOL TRET4 HUMADelivers Defects iNONE

0 Glutathic TRANSFERAGSTT2_HUN Con jugatiNONE NONE

0 GlutathicNONE P08263  Involved NONE For nutri
1 Baculovir APOPTOSISXIAP_HUMA ApoptoticDefects iCancer;Sk
0 GastrotrcLIPID BINFABP6 _HUN [leal prcNONE NONE

0 Fatty aciLIPID-BINFABPH HUVFABP are NONE NONE

0 PhospholiNONE P14555 Involved NONE NONE

0 Casein kiTRANSFERAKC1G2_ HUNCasein kiNONE NONE

0 Tyrosyl—-tNONE P54577  TranslatiNONE Tyrosine
0 Cell diviCELL CYCLCDK6 HUMAProbably NONE NONE

0 RibonucleNONE P34096  Involved NONE NONE

1 Bis (5-adeNONE P49789  NucleotidNONE NONE

0 Hepatocyt TRANSFERAMET HUMAMReceptor ActivaticAlopecia,
0 [Pyruvate TRANSFERAPDK2_HUMA Inhibits NONE NONE

0 Nuclear rDNA BINDINR113_HUVBinds ancNONE NONE

0 Phosphoen NONE P35558  Energy prNONE NONE

0 CoagulatiHYDROLASEFA7 HUMAM InitiatesDefects iDeep vein
0 Flavin reNONE P30043  Cell wallNONE For the t
0 Transform NONE P61586  Involved NONE For the t
0 DipeptidaHYDROLASEDPEP1 HUNHydrolyze NONE NONE

0 Serine/tt TRANSFERAPAK7 _HUMA The activNONE NONE

0 E3 ubiquiLIGASE ~ MDM2 HUMA Inhibits Seems to Leukemia;
0 Alpha—amy NONE P04745  Carbohydr NONE NONE

0 Fatty aciLIPID-BINFABP5 HUVHigh specNONE NONE

0 Glucocort HORMONE FGCR_HUMAMReceptor Defects iAlzheimer
0 Vitamin [GENE REGLVDR HUMAMNuclear FDefects iPagets bc
0 P-selecti IMMUNE SYLYAM3 HU)Ca (2+) —deDefects iSickle ce
0 S—adenosyLYASE DCAM_HUMANONE NONE Colorecta
0 Triosephc [ISOMERASE TPIS_HUMANONE Defects iNONE

0 ADP-ribos HYDROLASEBST1 HUMASynthesizRheumatoiHematolog
0 Peptidyl-CIS-TRANSFKBIA HUVMay play NONE NONE

0 Hepatocyt NONE Q14541 Involved NONE NONE

0 PhosphatiPHOSPHOINPK3CG_HUY 3—phosphc NONE NONE

0 Cellular NONE P29373 Involved NONE For topic
0 Cytidine HYDROLASECDD HUMANThis enzyNONE NONE

0 Ferrochel NONE P22830  Coenzyme NONE NONE

0 EosinophiNONE P12724 Involved NONE Used as &
0 Proto—oncNONE P00519  Involved NONE For nutri
0 Tyrosine- TRANSFERA JAK2 HUMAPlays a rChromosonPsoriasis
0 Nitric oxOXIDOREDUNOS2 HUMAProduces NONE Asthma ; Mc
0 GangliosiNONE P17900 Involved NONE NONE

0 Leukocyte HYDROLASEELNE HUMAModifies Defects iBlood clc



APRT
FNTA
TNK2
CYP2C8
DCK
PRKCQ
NR1I2
BIRCT7
AMY1B
RARB
RARG
RARA
ZAP70
MMP2
FDPS
1.2
MAP2K1
SETD7
HCK
S100A9
TEK
ACPP

HSP90AB1

KAT2B
TK1
ERBB4
CTSF
SDS
PSAP
PAPSS1
AN/A
NQO2
CTSS
MMP16
MAN1B1
NT5M
ACADM
TGM3
DTYMK
GSTM1
CSK
AGXT
SHMT1
IMPDH1
HNMT
PPCDC
HAGH
RXRB
LGALS2
CMA1
MME
CCBL1
CD209
AKT2
PPP1CC
MMP1
F11
BCAT2
LGALS3
MMP9
GNPDA1
UCK2
CLEC4M
GP1BA
GSTO1
STAT1
CDC42
CTSB
PCTP
GPI
AN/A
0TC
TPSB2
ARF4
GRB2
LYZ
CDK7
AN/A
AN/A
HINT1
TPH1
GSTM2
GSTA3
TGFB2
CLK1
PIK3R1
GCDH
ITPKA
#N/A
RNASE2
FKBP1B
EPHA2
SELE
GART
KIT
TRDMT1
BCL2L1
ARL5A
ARG1
NMNAT1
CASP1

lore v
lsa4 v
ludd v
1pa2 v
1p62 v
1xjd v
2091 _v
3f7h v
Imfv_ v
Ixap_v
1fex v
1dkf v
1ub9 v
lhov_v
lyq7 v
1m48 v
1s9j v
1mt6 v
lgef v
lirj v
2008_v
Ind5 v
luym v
lem0 v
lwdr v
3bbt_v
1m6d_v
1p5j v
1n69 v
1x6v_v
1svh_ v
1sg0 v
Inge v
1rm8 v
1x9d v
1g91 v
lege v
119n v
Inmx_v
Ixwk_v
3d7t_v
1hOc_v
1bj4 v
ljen v
lijge v
lgzu_ v
1gh5_v
1h9u_ v
lhle v
1t31 v
Irli v
lw7n v
1sl4 v
2uw9_v
1jk7 v
lhfe v
lzpb_v
lekv v
1kjl v
1gke v
Ine7 v
1uj2 v
1k9j_ v
1p9a_v
leem v
lyvl v
ladr v
lgmy v
11n3 v
Inuh_v
2qcf v
loth v
2fs8 v
126x v
1x0n_v
lhnl v
lua2 v
1y0x v
3d2f v
lkpe_ v
Imlw v
1xwb v
1tdi_v
1tfg v
1257 v
Ipic v
Isir v
1w2c v
lyzg v
1hi4 v
1c9h v
Imgb_v
lglt v
Injs_ v
1t46 v
1gb5 v
2yxj_v
126y v
2aeb_v
lgzu v
lice v
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0.0341128

1.35272
1.97412
1. 01032
0. 251011
0. 451343
0. 430207
0. 290016
0. 82871
0.571635

—0. 0957678
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0. 714277
-1. 06311
1. 40731
2.8146

-0. 113883
-0. 925959

0. 384493

—0. 188348
—0. 0666955
-0. 194749

0. 322527
-1. 39821
0. 119659
0. 887687
0. 183273

1. 09764
0. 479859

0. 0664704

-0. 28059
1. 96215

-0. 752325
-0. 350289
—0. 676854
-0. 363561
0. 00536757

0. 134535

-0. 331195
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0. 267583
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0 Adenine pNONE P07741  NucleotidNONE For nutri
0 Protein fTRANSFERAFNTA HUMACatalyzesNONE NONE

0 Activated TRANSFERAACK1 HUMADownstreaNONE Cancer

0 Cytochrom OXIDOREDUCP2C8_HUN Cy tochrom NONE NONE

0 Deoxycyti TRANSFERADCK HUMAMNRequired NONE NONE

0 Protein kTRANSFERAKPCT HUMAThis is &NONE Inflammat
0 Nuclear 1rTRANSCRIPNR112_HUNOrphan reNONE NONE

0 Baculovir NONE Q96CA5  ApoptoticNONE NONE

0 Salivary NONE P04745  Carbohydr NONE NONE

0 Retinoic TRANSCRIPRARB_HUMAThis is &NONE Psoriasis
0 Retinoic GENE REGLRARG_HUMAThis is &NONE Emphysema
0 Retinoic HORMONE/CRARA_HUMAThis is &Chromosom Squamous
0 Tyrosine- TRANSFERAZAP70 HUVPlays a rDefects iTransplan
0 72 kDa tyHYDROLASEMMP2 HUMA In additi-Leu boncDefects i
0 Farnesyl TRANSFERAFPPS HUMAKey enzymNONE NONE

0 Interleuk CYTOKINE TL2 HUMANProduced A chromosCancer

0 Dual spec TRANSFERAMP2K1 HUVCatalyzesDefects iColon tun
0 Histone—1TRANSFERASETD7 HUVHistone nNONE NONE

0 Tyrosine- TYROSINE HCK HUMAMMay serveNONE NONE

0 Protein SMETAL BINS10A9 HUNExpressed NONE NONE

0 Angiopoie TRANSFERATIE2 HUMAThis protDefects iRetinopat
0 ProstaticHYDROLASE PPAP_HUMANONE NONE Prostate
1 Heat shocNONE P08238  PosttransNONE NONE

0 Histone eNONE Q92831  Involved NONE NONE

0 Thymidine NONE P04183  NucleotidNONE NONE

0 Receptor TRANSFERAERBB4 HUNSpecificaNONE NONE

0 CathepsinNONE QIUBX1 Involved NONE NONE

0 L-serine NONE P20132  Amino aciNONE For nutri
0 ProactivaNONE P07602  Involved NONE NONE

0 BifuncticNONE 043252 Involved NONE NONE

0 cAMP-depe NONE P00517 Involved NONE NONE

1 Ribosyldi OXIDOREDUNQO2 HUMA The enzyn NONE NONE

0 CathepsinHYDROLASECATS HUMAThiol prcNONE Psoriasis
1 Matrix meHYDROLASEMMP16_HUY EndopeptiNONE NONE

0 Endoplasn NONE QIUKM7  Involved NONE NONE

0 5(3)~deoxNONE QINPB1  Involved NONE NONE

0 Medium—ct ELECTRON ACADM_HUN This enzyDefects iNONE

0 Protein—¢ TRANSFERA TGM3_HUMA CatalyzesNONE NONE

0 Thymidyla TRANSFERAKTHY HUMACatalyzesNONE NONE

0 Glutathic TRANSFERAGSTM1_HUY Con jugatiNONE NONE

0 Tyrosine- TRANSFERA CSK_HUMAN SpecificaNONE NONE

1 Serine——p TRANSFERA SPYA HUMANONE Defects iHyperoxal
0 Serine hy TRANSFERAGLYC HUMA InterconvNONE NONE

0 Inosine—fOXIDOREDU IMDH1_HUVRate limiDefects iNONE

0 Histamine NONE P50135  InactivatNONE For treat
0 Phosphopa NONE Q96CD2 Involved NONE NONE

0 Hydroxyac NONE Q16775 Involved NONE For nutri
0 Retinoic NUCLEAR FRXRB HUMANuclear FNONE NONE

0 Galectin-LECTIN  LEG2 HUMAThis protNONE NONE

0 Chymase HYDROLASECMA1 HUMAMajor secNONE Asthma ; At
0 NeprilysiHYDROLASENEP_ HUMAN Thermolys Important Hypertens
0 Kynurenin TRANSFERAKAT1 HUMACatalyzesNONE NONE

0 CD209 antSUGAR BINCD209 HUNPathogen-NONE NONE

0 RAC-beta TRANSFERAAKT2 HUMAGeneral pAlteraticNONE

0 Serine/ttNONE P36873  Signal trNONE NONE

0 InterstitNONE P03956  Cleaves cNONE NONE

0 CoagulatiHYDROLASEFA11 HUMAFactor XIDefects iThrombosi
0 Branched-NONE 015382 Amino aciNONE For nutri
0 Galectin-SUGAR BIMNLEG3 HUMAGalactose NONE Colorecta
0 Matrix meHYDROLASEMMP9 HUMAMay play -Leu boncDefects i
0 Glucosami NONE P46926  Carbohydr NONE NONE

0 Uridine—cNONE QIBZX2  NucleotidNONE NONE

0 C-type 1eNONE Q9H2X3  Probable NONE NONE

0 Platelet NONE P07359  Involved NONE NONE

0 Glutathic TRANSFERAGSTO1 HUVExhibits NONE NONE

0 Signal trSIGNALINGSTAT1 HUNSignal trDefects iRespirato
0 Cell diviHYDROLASECDC42 HUNPlasma meNONE NONE

0 Cathepsin COMPLEX (CATB_HUMAThiol prcNONE Myocardia
0 PhosphatiNONE QIUKL6  Involved NONE NONE

0 Glucose—€ ISOMERASEG6P1_HUMANeurotropDefects iNONE

0 Uridine ELYASE PYR5_HUMANONE Defects iSquamous
0 Ornithine NONE P00480  Amino aciNONE Used for
0 Tryptase HYDROLASETRYB2 HUN Tryptase NONE NONE

0 ADP-ribos NONE P18085  Involved NONE NONE

0 Growth fePEPTIDE EGRB2 HUMAAdapter pNONE Leukemia;
0 Lysozyme NONE P61626  LysozymesNONE NONE

0 Cell diviNONE P50613  Involved NONE NONE

0 Thyroid FNONE P37243 Involved NONE Used as 1
0 Heat shocNONE P32589  Has a calNONE NONE

0 Histidine PROTEIN KHINT1 HUVHydrolyzeNONE NONE

0 Tryptopha OXIDOREDU TPH1 HUMANONE NONE NONE

0 Glutathic TRANSFERAGSTM2_ HUN ConjugatiNONE NONE

0 GlutathicNONE Q16772 Involved NONE For nutri
0 Transforn GROWTH FATGFB2_HUN TGF-beta A chromos NONE

0 Dual spec TRANSFERACLK1 HUMAPhosphory NONE Toxicity;
0 PhosphatiCOMPLEX (P85A HUMABinds to Defects iNONE

0 Glutaryl-NONE Q92947  Lipid treNONE NONE

0 Inositol-NONE P23677  Involved NONE NONE

0 ADP-ribos NONE Q9D4P0  Involved NONE NONE

1 Non—secre NONE P10153  Involved NONE NONE

0 Peptidyl- IMMUNE SYFKB1B HUVAssociateNONE NONE

0 Ephrin ty TRANSFERAEPHA2 HUN Receptor NONE Cytomegal
0 E-selecti IMMUNE SYLYAM2 HUNCell-surfNONE Asthma;Lv
0 Trifuncti TRANSFERAPURZ HUMANONE NONE Head and
0 Mast/sten TRANSFERAKIT HUMANThis is tDefects iPancreas
0 tRNA (cytNONE 014717 SpecificaNONE NONE

0 Bel-2-11kNONE Q07817  Potent irNONE NONE

0 ADP-ribos NONE Q9Y689  Involved NONE NONE

0 Arginase- HYDROLASEARGI1_HUVNONE Defects iNONE

0 Nicotinan NONE Q9HAN9  Coenzyme NONE NONE

0 Caspase—1CYTOKINE CASP1 _HUNThiol prcNONE Psoriasis



ase ;Musculoskeletal disease;Periodontal disease;Bone injury;Osteoporosis

‘ibroids ;Menstruation disorder;Infertility;Acne;Breast tumor;Female contraception ;Neoplasm;Planned abortion;Dysmenorrhea ;Endometriosis;Hormone deficiency ;Unidentif

disorder;Cancer;Breast tumor

city, drug-induced;Toxicity;Alzheimers disease

tumor

Cancer;Liver disease;Cognitive disorder;Neurodegenerative disease;Cerebrovascular ischemia
NONE

tional supplementation, also for treating dietary shortage or imbalance

Brain tumor;Inflammation;Myocardial infarction;Fibrosis;Brain ischemia;Psoriasis;Rheumatoid arthritis;Retinitis pigmentosa;Atherosclerosis ;Genitourinary disease;B
y;Diabetic neuropathy;Diabetic foot ulcer;Diabetic complication;Diabetic nephropathy ;Retinopathy ;Ocular disease;Central nervous system disease;Diabetic retinopath
ment of transplant rejection, rheumatoid arthritis, severe psoriasis

bstructive pulmonary disease;Asthma

tional supplementation, also for treating dietary shortage or imbalance

Hodgkins disease;Acute leukemia;Breast tumor;Head and neck tumor;Hepatocellular carcinoma;Ovary tumor;Prostate tumor;Solid tumor;Non-Hodgkin lymphoma ;Cancer ;Non-s
lervous system disease;Inflammation ;Pulmonary fibrosis;Ischemia;Cerebrovascular ischemia;Neurodegenerative disease

;Asthma ; Cancer ;Neurodegenerative disease;Inflammation;Liver disease;Acute myelogenous leukemia;Diabetes mellitus;Pulmonary fibrosis;Ischemia
s disease;Cocaine addiction;Major depressive disorder;Epilepsy;Neurodegenerative disease;Attention deficit hyperactivity disorder;Head injury;Parkinsons disease;D

mphoma ; Autoimmune disease;HIV infection;Dermatitis;Chronic lymphocytic leukemia;Acquired Immune Deficiency Syndrome;Inflammation;Multiple sclerosis;Solid tumor;Ps
e sexual desire disorder;Hepatitis B virus infection;Cardiac failure;Andrology;Hirsutism;Female sexual dysfunction;Psoriasis;Reperfusion injury;Plasmodium infecti
lerosis ;Cerebrovascular disease;Cancer;Melanoma;Multiple myeloma;Hypercholesterolemia ;Atherosclerosis;Breast tumor;Hyperlipidemia;Solid tumor;Cardiovascular disea
onuria;Sickle cell anemia;Vascular disease;Genetic disorder;Diabetic nephropathy ;Hypertension ;Ataxia;Peripheral arterial occlusive disease;Coronary artery disease

lence suggests that NADH might be useful in treating Parkinsons disease, chronic fatigue syndrome, Alzheimers disease and cardiovascular disease

is;Glomerulonephritis ;Wound healing;Renal disease;Scleroderma;Glaucoma;Diabetic complication;Scar tissue;Inflammation;Urinary tract disease;Pulmonary fibrosis;Diab
disorder ;Hypertension ;Cardiovascular disease;Urinary tract disease

demia ;Hypercholesterolemia ;Atherosclerosis
emia ;Cancer ;Osteoporosis ;Cerebrovascular ischemia;Bone metastases;Metastasis;Solid tumor
in dependent diabetes

cell carcinoma;Arteriosclerosis ;Melanoma;Central nervous system tumor;Diabetes mellitus;Esophagus tumor;lschemic heart disease;Brain tumor;Nasopharyngeal carcinom
1id tumor

Renal disease;Cardiac failure;Atherosclerosis ;HIV infection;Hypertension;Cardiovascular disease;Ocular hypertension;Renal failure

artery disease;Hypertension;Congestive heart failure;Angina;Myocardial infarction;Peripheral vascular disease;Atherosclerosis;lschemic heart disease

tional supplementation, also for treating dietary shortage or imbalance

, known for its antioxidant activities, is protective against cardiovascular disease and some forms of cancer and has also demonstrated immune-enhancing effects
;Inflammation ;Rheumatoid arthritis;Cardiac failure;Multiple sclerosis;Metastasis;Immune disorder

e used for lowering elevated triglycerides in those who are hyperglyceridemic. In addition, EPA may play a therapeutic role in patients with cystic fibrosis by re
in dependent diabetes;Rheumatoid arthritis;Diabetes mellitus;Obesity;Atherosclerosis ;Metabolic disorder;Periodontitis

wrebrovascular ischemia;Conjunctivitis;Inflammation;Multiple sclerosis;Fibrosis;Unidentified indication;Psoriasis;Heart arrhythmia;Rheumatoid arthritis;Atheroscler
lependent diabetes;Glomerulonephritis ;Cancer;Rheumatoid arthritis;Sepsis;Autoimmune disease;Atherosclerosis;Infection;Inflammation;Myocardial infarction;Immune dis
sis disorder;Melanoma ;Cancer;Non—small-cell lung cancer;Renal cell carcinoma;Colorectal tumor;Ocular disease;Age related macular degeneration;Solid tumor

1 lung cancer;Solid tumor;Breast tumor;Head and neck tumor;Brain tumor;Neoplasm;Hepatocellular carcinoma;Ovary tumor;Prostate tumor;Pancreas tumor;Urinary tract t
Cancer

myelocytic leukemia

complication

sclerosis;Asthma;Cancer ;Rheumatoid arthritis;Autoimmune disease;Arthritis;Bacterial infection;Bone disease;Osteoarthritis;Bone metastases;Immune disorder;0Osteopor
ment of diabetes (type I and II)

tional supplementation, also for treating dietary shortage or imbalance

term treatment of acutely decompensated severe chronic heart failure (CHF). Also being investigated for use/treatment in heart disease

ibolism



‘estigated for the treatment of Herpes labialis infections (cold sores)

I, known for its antioxidant activities, is protective against cardiovascular disease and some forms of cancer and has also demonstrated immune—enhancing effects
tional supplementation and for treating dietary shortage or imbalance
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Table 4S

List 1 List 2
0TOP2 MAPKAPK2
0TOP3 TTR
AQP8 ALB
KRT24 STS
CA7 APOA2
KRTAP13-2 GC
MIR122 ANG
SST CASP3
TMIGD1 PIM1
BEST4 BACE1
DAO AKR1B1
MYOC #N/A
PYY PDE4B

PNLIPRP3  GSR
GUCAZB MAPK1
MS4A12 MAPKS8
CCDC169-SCSULT2A1

SLC30A10 CES1
PCSK2 MAPK14
HSD3B2 HSD17B1
LCE2A AMPM2
KRT25 TGFBR1
GCG SHBG
DHRS7C RORA
CD177 LSS

LINC01289 SRC
LINC00307 FABP4
CLCA4 DUSP6
CHAT REN
SLC17A8  CHIT1
ABCB11 PTPN1
LGI1 HSD11B1
PABPC1L2B ADH5

LINCO0682 KDR
BMP3 PTPN11
PLP1 PDPK1

SCNN1G ESRRG

ABCG2 TNNC1
LINC01445 F10
SPIB CSNK2A1
RIT2 TTPA
PPY PYGL
HTR3E-AS1 GSK3B
CA4 DPP4
GUCA2A PNMT
PRIMA1 LCK

OR8G5 PDE3B
POU3F4 PARP1
PGM5-AS1 AMY2A

Intersection
CAl
CA2
NR1H4
BCHE
ADH1B
TPH1
ADH1C
CLEC4M
PCK1
CMA1
ELANE
CPB1
CTSG
NR3C2
MAOB
CFD
PGR
THRB
LGALS2
CD209
ERBB4
1L2
KIT
AKR1C2
BMP2
CYP2C8
FGFR2
CASP7
MAPK10
TPSB2
PDE5A
FKBP1B
PIK3CG
NR3C1
KAT2B
EPHX2
AR
HSD17B11
GSTM2
AKR1C3
ACADM
LGALS3
BST1
GP1BA
ITPKA
CTSS
ITGAL
CDA
CTSF



FRMPD4 15G20 IMPA1
DPP6 LTA4H FGFR1
HS35T6 HMGCR GSTM1
NPTX1 CYP2(C9 TEK

FUT9 ALDH2 VDR
SLC26A3  SERPINA1 PPARD
SLC6A19  JAK3 RXRA

LINC01976 CTNNA1 PDE4D
RBFOX3 TRAPPC3  PPARG
CWH43 S0D2 AKR1C1
CLDN8 GLRX WAS

CEACAM7  FABP7 HNF4G
LINCO1264 REG1A NMNAT1
SERPINA9 NRI1HZ ITK

RHAG NRIH3 EGFR
CMTM5 PPARA CBR1
GBA3 SULTIE1  FECH
SLC4A4 THRA PDK2
UGT1A8 SYK HCK

PHOX2B GSTTZ2B CASP1
NRXN1 GSTAL ESR1
SCGN XIAP CDC42
LINC00974 FABP6 ANXAS
SCGB1D2  FABP3 MDM2
CDKN2B-AS1PLA2G2A  DHFR

NGB RNASE4 IGF1R
VSTMZ2A-OTIFHIT FDPS
TMEM72 NR113 PNP
SFRP5 F7 PPP5C
SCN7A BLVRB CTSB
VSTMZA RHOA ADAM17

LINCO1855 AMY1B AKT2
STMN4 FABP5 PAPSS1

ALPI SELP TYMS
SPHKAP AMD1 SDS
2G16 TPI1 APRT

FAM135B  FKBP1A TNK2
CDH10 RNASE3 HSP90AA1

MAMDC2 ABL1 CTSK
RERGL JAK2 FNTA
GPM6A NOS2 GLO1
SLC26AZ  GM2A CDK7
XKR4 DCK GPI
P2RX2 NR112 PRKCQ
ATP1A2 RARB HSPAS
TEX11 RARA PPIA
PMP2 ZAPT0 MTHFD1
ASBS MMP2 ACPP

C2orf40  MAPZK1 CSNK1G2
LOC1019281SETD7 DHODH
CHGA PSAP YARS



GABRG1 MMP16
DCAF12L1 MANIBI
SLC5H1B NT5M

CHST9 TGM3
GABRG2 CSK

CNTFR AGXT
OR8D1 SHMT1
USP2 HNMT

TRPM6 PPCDC
SLCHA7 HAGH
SLC51A RXRB
ASTN1 MME
MORN5 CCBL1
CADM3 PPP1CC

TMEFF2 F11

LOC1027241BCAT2
ORIEL UCK2
VEGFD GSTO1
TAT STAT1
SLC7A14  PCTP
MTIM 0TC

SCARAS ARF4
LOC102724€GRB2
MT1H HINT1

EPHAG GSTA3
OR252 TGFB2

PI16 CLK1
PABPC1L2A PIK3R1
FEV GCDH

MT1JP SELE
MYH11 TRDMT1
HAND2-AS1 ARL5SA
LINC02000 ARG1
SCNN1B

TCEALZ

MMP27

KHDRBSZ2

DUSP21

PKIB

LINC00838
TMEM257

RXRG

FAM180B
LINC02023
LINC00507
SMYD1

NPY2R

TCEAL6
SLC25A34
PCDH11Y

SH2D7

ADK
EPHA2
CLPP
CDK6
HDACS8
GART
KIF11
S100A9
GNPDA1
RARG
NQO1
BCL2L1
DTYMK
TK1
NQO2
HSP90AB1
RNASE2
CDK2
MTAP
CCNA2
CHEK1
CRABP2
LCN2
GSTP1
LYZ
NOS3
AURKA
EPHB4
RBP4
SORD
IMPDH1
MMP9
SEC14L2
MIF
MMP12
AHCY
MET
PGF
PLAU
BIRC7
TREM1
SULT2B1
DPEP1
CYP19A1
MMP1
F2
MMP3
MMP8
MMP13
PAH



CADM2
PRKG2
UGT1A10
SLCIA3
LOC105378137
ZDHHC22
ABCAS8
LOC100128006
HAND1
UMOD
ANPEP
HMP19
SYNM

CHP2
GPR149
UG0898L09
KCNA1
CLEC3B
CNGB1
ADCYAPIR1
ATCDA
NPY
HTR3B
SULT1A2
CCBE1
L0C101929106
ELAVL3
L0C101929538
KIF1A
SGCG

SYT4

LDB3
NEFM

FMN2
PLSCR5
SLC6A15
PRPH
KCNB1
LYVEL
CDH19
B4GALNT2
EPHAT
ZMAT4
GCNT2
PDZRN4
AGTR1
TMEM174
OLFM3
LOC105379252
TMEM35A
LRRN2



LOC107986321
PDEGA
MYOT
GPR119
MAL
L0C101928509
CASQ2
LOC105369438
NLGN1
ST8SIA3
GLP2R
SLC4A10
MGAT4C
Cllorf86
NAP1L2
TMEM236
SLCO4C1
TNXB
TCEALS
CISTR
GPR12
SYT10
UGT2B17
AMPD1
GREMZ
MAPK4
SVOPL
LINC01532
PHOX2A
SPOCK3
SPATA4
LINC01497
OGN
PP7080
AKR1B10
HAND2
PYGM
CACNG5
LONRF2
MT1G
PTPRZ1
ANGPTL1
JCHAIN
GPR15
LMX1A
RIMS4
DPT
B3GALT5-AS1
SORCS1
FOXD3
COL6A5



ACTG2
LINCO1616
ATCAY
HTR3E
CLVS2
CASR
SCN11A
ADTRP
PADI2
TFAP2B
L0C101928942
PCP4L1
ASPA
PIRT
GRIK3
CNTN2
SOHLH2
PKHD1L1
DHRS9
NEFL
AVPR1B
TMEM100
CNN1
C20rf88
LRRC3B
C2orf71
FRRS1L
GLYATL3
LINC01014
ENPP6
ABCB5
MYTI1L
STMN2
TMEM151B
CTD-2270F17. 1
ANGPTL5
MCHR2
HSPB8
INA
KLHL1
B3GALT1
VIP
OR10G4
BEST2
PGA5
FAMIO7A
HBM

SCG3
ARPP21
OR6F1
LINC01028



C7

ABCC13
GSGIL
NPY6R
FABP1
TAGLN3
LINC01284
HRASLS2
ELAVL4
NTNG1
CHRM2
TMEM37
TNFRSF13B
CACNGT
ADAMDEC1
MUSK
LOC105375115
PCDH10
KCNA4
CTXN3
HSD17B2
RALYL
MIR1270
GDPD2

PLN

TACR2
MAGEE2
SYNPO2
GALR1
LOC100506289
FCRL4
SCN2B
SFRP1
PCOLCEZ2
AQP4
SLITRK3
LINC01954
LINC01687
BTNLS8
SLC17A4
C160rf89
STUM
CTNND2
HNRNPA1P33
FRMD6-AS2
SNAP25
DNER
TMEM82
PLAC9P1
EDN3
RBPMS2



PENK
HMX2
CELA3B
CLCNKB
SNAPI1
UGT1A1
LMOD1
LINC01854
HMGCLL1
HTR3A
HTR3C
MOBP
SLC27A6
GFRAZ2
LYPD8
ATP2B3
NAALADL1
PLCXD3
KCNE2
IGSF11
POPDC2
PLD5
KRT27
ARHGAP36
PDK4
UGT2A3
HHLAZ
GNAO1
HPSE2
PDZD4
PROKR1
FOXD3-AS1
FXYD1
TINCR
CPEB1
RIPPLY2
ANOS
CRYGD
MMRN1
LINC00836
PPP1R1A
LOC286178
MMD2
MAS1L
FABP2
TMEM196
LINC00461
TUBB4A
NOS1
TCL1A
NRG2



CDKN2B
MT1F
ABI3BP
MYOM1
MSGN1
CA10
SCN9A
ANGPTL?
SPINK2
ADGRB3
DNASE1L3
RPH3A
LOC105379030
DES

NOTO
DAND5S
TMEM179
CUX2
LOC100508631
TRIM9
HSPB6
TNFRSF17
PNCK
HTR4
MASP1
CTXN2
LIFR
FLNC

HBB
HEMGN
MYLK
Clorf72
0STN-AS1
KITAA2022
GFRA1
LOC101928535
WISP2
KLHL40
METTL24
L0C101927392
SDPR
SLC17A1
LDHD
TMEM59L
NOVA1
NXPE4
RASGEF1C
GAP43
CYP2B7P
CLDN23
FHL1



CA3-AS1
MAGEB2
LINC00488
KCNK3
KRT20
LINC01995
LINCO1799
CBLN2
TM6SF2
NCAM1
ACTL6B
SGK1

EDN2
FAM138B
PSD

ALK

PGMb5
CACNG3
DMRTA1
MYL9
C8orf88
SEMAGD
TMEM253
LOC105375009
BVES-AS1
NEUROD1
HCG23
L0C102724050
BMP5
SECTM1
KCNMB1
LOC101927188
TRIM40
HPGDS
SEZ6L
UBXN10-AS1
KRT222
ENHO
CCL23
UNC80
UNC5D
SLC5A11
RNF152
SELENOP
MOGATZ2
B3GNT7
CHGB
OTOR
LRRC19
HPGD
MTHFD2P1



SVop

ANK2
VSIG2
LVRN
PLA2G2C
B3GALT5
ASPG
MRGPRD
LINCO1634
NRSN1
NECAB1
CNTN1
RNF150
TRPV3
KIAA1644
MAPT-IT1
C100rf105
EFHC2
NCR2
MRGPRX3
LMNTD1
LOC389895
FAM129A
LINC01324
HLF
TSPAN7
CYP4B1
HMGCS2
AHCYL2
ZNF536

Cp
CD163L1
JPH2

KRT9
ADCY5
PIK3C2G
LGALS9C
LINC01625
UGT1A9
LOC339166
MYOCD
KCNQ5
CHAD
PLACS8
BTNL3
GABRA1
LINC01486
CCDC169
PAUPAR
GPT

GPR26



DCAF12L2
DIRAS2
MAB21L2
TL6R
CCDC6Y
SLC16A12
NMRK2
SLC32A1
OR6T1
ADRATA
SCGB2A1
SMPDL3A
LOC100996693
KTAA0408
PSMA8
DPF3
SLC17AT
GPAT3
EYA2
ADAMTS9-AS1
P2RY12
FAM46B
LINCO1776
CABP2
DEFB1
GSTM5
SLC16A9
CASCI8
GRINZA
MAB21L1
ADAMTSL3
PDE9A
SLC52A1
GRIKS
GRIA4
CIQTNF9
RIC3

EVX2
LINC00092
ENTPD5
NATSB
IRX1
SLC18A3
KCNMA1
LINCO1644
AFF3

PTN

KCTD8
LINCO1016
MMP28
SULT1B1



MIR147B
CTNNA3
EPB41L3
LINC02237
LINCO1537
NWD2

CR2

NEGR1
LMO1

JPH4
FDCSP
OR2L13
CHRDL1
FAM163B
CNTN3
MT1X

SNCB
SH3GL3
CPM
MRGPRE
MIR650
CNR1
EPHAS
NUGGC
ASB2
ZBTB16
ADHFE1
LIPC
TUBAL3
CELF4
ZNF492
TMEM220
LINCO1314
LINCO1158
LINCO01505
XDH

SYT9
TAGLN
MEF2C-AS1
PTGS1
SERTM1
BVES
SFTPC
SEMAGA
DCLK1
GLRA4
LOC105378325
PHLPP2
NTN1
IL1R2
SH2D6



SCTR
ARHGAP44
AADACL2
SNTG2
LOC100507657
AARD
SLC8A2
LINC02185
PKNOX2
SLC2A4
HTR1E
GPR88
SCIN
BMX
UGT2B15
MIR30C2
ST6GALNAC6
HBA2
MBNL1-AS1
MTRNR2L1
NKX2-3
GNGS8
APOBEC3A
GKN2
PEG3
SLC10A4
MIR2682
PTANP
SLC6AS
NPAS4
LRMP
RNF112
P2RY14
Clorfl15
CYP2C18
C20rf80
FCRLA
LGALS9B
ARL14
LCN10
NXPE1
MYPN
GNG7
ATP6V1G2
KLF4
PTGDR
PPP1R12B
HRCT1
TBPL2
ACKR2
REEP2



STAP1
SORCS3
LINC00940
SFTPA1
PGPEP1L
TP53INP2
C1QINF7
SEC14L5
SFTA1P
L0C101928307
CRATS
ADRB3
FGL2
CEACAM1
EMILINS
CHST8
ACSM5
TMOD1
PRELP
BEX1
SPAM1
RBM20
ROS1
LINC01502
WSCD2
HHATL
LOC105374428
CLEC10A
SRPX
METTL7A
RBM46
BCAS1
CRHBP
KIF5C
LINCO1829
TRHDE
TMEM130
LINC01781
LEXM

OSR1
NR5A2
LAMA1
NTRK3
LINC00908
TRPC7
CALB2
NRG3
ATRNL1
KCNAS
MAPT
ABCA9



CARTPT
GPR27
MORC1
CASP5
MIR7844
MRGPRX2
CXCL12
PCSK5
SDCBP2
JAM2
GLDN
ASCL4
PDE2A
MT1E
KCNG3
CHL1-AS1
COL4A6
SCG2
AOC3
DACT3
LMO3
LOC105375650
MIR6843
PLAC9
P2RY1
NAP1L6
ANXASL1
TNS1
LINC01082
MEP1A
CFL2
RAB9B
LOC101928847
HEPACAM
TTLL6
C8orf46
CRABP1
SPATA31E1
TNNT3
SSTR2
L0C101928932
CXCRbH
HPCAL4
SEMA3E
LOC105372028
GAL3ST3
CNTN4
MFAP5
TLL1

JPH3
OR2L1P



HSPB3
FAM19A4
CHL1
MADCAM1
ATP1B2
NCAM1-AS1
C100rf99
CLEC9A
F13A1
L0C101927043
RGS13
PBLD
WDR78
GHR
UCHL1
WDR17
MT2A
MIR133A2
HSD11B2
DISP2
TPM2
MS4A1
FXYD6
FILIP1
SLC38A4
IGSF10
KLRF2
SLC23A1
HTR7
CRYAB
MRGPRF
SLC39A12
UGP2
DHRS11
CCL28
RUNDC3B
SLC28A2
BENDS
GCNT3
GASIRR
CDH18
FCER1A
TMEM155
UNC5C
KY

RELN
FCGBP
GGTAIP
HSPB7
PCDHB1
STOX2



SLC30A8
GH1
PLA2G5
HLX-AS1
GFRA3
SELENBP1
L1CAM
LOC105376609
FETUB
ORII1
SCUBE2
MIR5196
DUSP26
L0C401554
IRF4
L0C400553
Clorf186
Cl4orf180
ITM2C
SYT6

OPN4
TMEM220-AS1
GALNT16
LGI4
LINCO1752
FAM205C
MPZ
PKD1L2
SLC24A5
KLHL34
MIR497HG
NUPR2
CHODL
IGFBP6
TSPAN1
RND2
DNAJBb5
CA12

ISX
BAALC
COROZB
PRKCB
LINCO1114
DIRAS1
TLR10
CCL8
SERPINI2
GDPD3
GPM6B

SPX

Vwc2



DSCAML1
LUZP2
ACSM2B
LOC105371899
LOC100507175
ACADS
SLC22A18AS
AADACL4
LOC285804
FCER2
FMO5
MIR342
CES3
GRIN3A
RBM24
MSTN
DPP10-AS1
PLCE1
SH3GL2
CNTNAP3
LOC100505851
PPP1R14A
TMEM171
PTENP1-AS
FOXF2
SUGCT
KCNH5
LILRB5
KIF5A
HAPLN1
CIDEC
ADGRL3
GCNT4
FGF14-AS2
CCL14
MIR4322
MIR3714
L0C285423
MIR1268A
RPRM
HMCN2
SLC7A3
MIR149
ASB11
ARL4D
CAP2

MALL
LOC283856
HSPB2-C11lorf52
BLK

LYNX1



MIA2
ZNF676
LINC01475
SCN3B
CD79A
FGF16
MSRB3
SALL2
PTPRH
FRMD3
SLC9A2
CCDC152
KLRF1
SLIT3
SULTIA1
CDHR5
CXorf67
GDNF
PAQRS
ZNF575
LINC01331
ASXL3
DYNC1I1
CEND1
NMBR
SLC35F1
SIGLECS
TEX101
ATP13A4
CNKSR2
SSTR3
MAP6
PLCD1
LINC00473
CCL13
XCL2
CCDC68
ARHGEF25
LINCO01586
PTGDR2
ZBTB7C
CCL19
MT1HL1
ARHGEF26-AS1
CCDC129
CHST5
CYP4F29P
TMEM74
GCSAML
NPY1R
KLRB1



FTMT
WEFIKKNZ
VATIL
ABHD3
CPXM2
ATP2B4
FOXP2
CDKL2
NPY5R
UTS2B
CILP
SKIDA1
LINCO1736
FLJ22763
CCL15
MAFA
ARHGAP20
SIGLEC11
SCRG1
ANKS1B
PRKACB
FAM163A
KCNIP4
NAAA
CSRP1
SMPX
FAM151A
NCAN
PGM5P4-AS1
KIR2DL4
UGT3A2
RERG

KRT1
MIR5707
NMRAL2P
ZNF726
RAB3C
TARID
L0C105369486
Cl4orf39
CPNES
FGFBP2
CASQ1
LOC105373878
CPEB1-AS1
L0OC101929080
NLGN4X
TRIM55
STON1-GTF2A1L
PRAMENP
TMIGD3



KCNG1
ATP6VOD2
OR2W3
PLIN4
SLITRKZ
TCEAL7
DMD

ETFDH
CDHR2
GPR55
LILRP2
FBXL22
NOL4
STAB2
PHGR1
BTNL2
NECAB2
CES2
CELA3A
CNTNAP4
LRCH2
SH3BGR
DPYSL5
LRRC55
ACKR1
LOC101928583
LINC01354
LOC100507387
YWHAEP7
L0C101929163
ZBBX

CNR2
NACAD

OMD
L0C101929268
GNG13
MPP2
RMDN2
ADAMTS9-AS2
GGT3P

MOG
SLCOZA1
GALNT15
SLC13A2
PHF24
PTX3
LINC00334
FAM189A2
CERS1
S100B
SPARCL1



BLOC1S5-TXNDC5
CXCL13
SLCYA9
ADRA1B
PIGZ
CD160
FLVCR2
TMEM132B
L0OC101927359
KCNB2
FAM218A
EML1

CD36
KCNS2
SYTS
LPAR1
EDIL3
GDNF-AS1
NUDT10
TCF21
PPP2R2B
RYR3
ERICH1-AS1
CCL21
TRANK1
BRINP2
ADAMTSL1
LIFR-AS1
SFTPD
LIPI
GRIAL
LINCO01352
FAM153A
ZNF229
TEX33
CAl4
MRGPRF-AS1
NKAPL
PGM5P3-AS1
NLRP7
SLC37A2
KIAAO513
MEI4
P2RX1
MIR4680
MIR44321HG
BRINP3
MIR8071-2
RHBDL2
KLK15
SLC8A3



RGS9
KCNN3
ENTPD3
MIER3
LINC00484
MIR6076
PAPSS2
ZNF728
STXBP5L
LRRC66
TDP2
HIF3A
LOC101928994
PNLIPRP2
POU3F3
HIGD1A
KCNIP1
DPEP3
KCNA3
EEF1A2
P3H2
MPPED2
TMEM132D
PAX5
ITLN1
ENAM
Clorf94
RETSAT
CANDZ
TMEM255A
SIGLEC6
MYO1A
CALY
NEU4
ERICH3
SEC14L6
PPP1R3C
CD300LG
STBD1
LY9
C7orf31
RCANZ
CHRM4
TGFBR3L
LGALS4
FAM46C
MYH15
GNG2
SLITRK1
PPP2R3A
LOC100507506



ITGAS
NAP1L3
UGDH
GGT6
LINC02232
ACAA2
NAT2
KTAA1211
RDH5
Cl4orf132
PDE3A
RSPO1
TASIR1
MFSD4A
NEXN
LGI3
ADAMTS1
BDKRB1
MDGA2
TEF

EMP1
AXDND1
TACR1
PACSINI
L0C101929217
KLF9
C9orf135
FMO4
HIPK4
RGMA
PNOC
LINC0O0977
CCR2
TLR3
CCDC26
FOSB
HOXB13
0STN
PDLIM3
AQP12A
SEMA3G
CYS1

PIGR
GNG3
ABCB1
BFSP2-AS1
AKAP6
PDE7B
Cl0orf142
RPL10L
BEND4



SLC1A1
APPL2
SCN3A
FAM95B1
LINC00964
PCDH8
L0C101929340
LINC01266
LOR
SLC23A3
GPR37L1
SYPL2
CSMD1
AOC1
RFPL4AL1
WDR64
OR13C7
OR8S1
L0C154449
LRRTM1
KTAA1683
SCUBE1
LRP1B
LINC00582
MAOA
BEX4
TSPAN2
AGTR2

MAG
LOC389332
MS4A8
FUCA1
KBTBD13
SYN2
ABCD2
LINC00890
SMIM6
SLC36A1
SGK2
ADGRGT7
PPP1R14D
BHMT2
SORBS1
PPARGCIA
ADRA2A
CLIC5
PTHIR
SSTR4
RGS22
CD27
TL1RAPL1



FBX032
ANK3
FENDRR
FNDC9
CDH12
ABCA6
KLK13
ADRB2
CPNES
MFAP4
PLPP1
GPX3
IGLL5
L0C102724804
LOC151484
SGCA
LINC00640
ASAP3
CDC14A
XKR7

CKM
ZNF835
L0C101929199
FOLR2
OR2T8
AQP7
SLC4A1
PEX26
PTCHD1
FNBP1
ADD2
GPR142
MPEG1
CYBRD1
FAM189A1
LIMS2
MCOLN2
UCN3

MTIL
GLIPR2
SEMA3D
CCNA1
SLC22A5
HAGLR
MPPED1
ATP8A2
L0C101929445
PER3
KCNIP3
LINC00689
ARHGEF26



LINC00675
SLC3A1
RGS2
ARL5C
LY6H

VIT

MEIS2
PRKAA2
CCDC158
LINCO1133
SCN4B
BMP6
MIXL1
ANKRD33B
B4GALT1-AS1
PCDH11X
MIR4436A
NEFH
NRG4
C10orf107
NR4A3
CLDN5
VPREB3
CLECL1
SMPD1
RASD2
GPER1
CLMP
SLC6A2
SLC46A3
APOBR
SORBS2
GPA33
TPSG1
SNCA
LINC02206
TMEM108
CHRNA4
L0C100240735
RAB6C-AS1
LRRN4CL
TDRD10
SPINK5
FGF10
DNAJC28
TRIM58
STK32A
CD79B
KCNC1
KNG1
PRRG3



SLC20A1
OLFM1
SPIC
MXD1
ST8SIA6
PLCG2
C160rf96
ARMCX1
MS4A2
FGF10-AS1
MOCS1
NRAP
LANCL3
TMEM156
ACADL
ROPN1
ENTPDS8
GZMA
LINCO1798
ALAS2
SYP
MIR9-3
FAM133A
NBEA
HHIP
HMOX1
TINAG
MIR7704
TLR7
EPB41L4A
MIR378A
DSC2
1QGAP2
CNGA1
GPR31
GIMAP7
TPPP2
SYNGR1
IGSF9
SVIL
STYK1
CHRNA3
LINC00483
ADAMTSS
GRIK2
COL2A1
GNA11
CACNA2D1
NXPH2
LINC02106
APLP1



HS6ST3
ANKRD35
ZDHHC15
COLEC12
RAB6B
ATP2B2
CAPN13
DDX25
CLIP3
KCNJ16
MGP
CD19
LOC101927686
PRDM6
CIQTNF12
CBX7
GRAMD3
BFSP2
FLNA
MIR22
HRK
SMIM2-IT1
DUPD1
NTRKZ2
PID1
OR6M1
SLC41A2
GSN
ADAM33
PAG1
TLCD2
AMHR2
RAB39B
SUSDS
EIF4E3
OR51E2
NKX3-2
TTC22
PCP4
AP3B2
P3H2-AS1
MIR4756
ACOX1
MIR4530
SETBP1
KCTD4
BTLA
CMBL
Z7ZEF1
CNNM4
PAK3



ITGA7
PLCD3
SLC44A4
GRIA2
LOC101928812
CLEC19A
AQP12B
ACSF2
ENDOD1
ZNF667-AS1
TUB

DDR2
SYNPO
POPDC3
FCRL2
Clorf210
PPP1R16B
THEGL
PALM
SERTAD4
SRI

IRX6
C2orf74
SLC22A4
DAAM2
SMIM14
FERIL6
ANKRD7
SV2B
SLC2A13
EPB41L4A-AS2
PTPRR
PXMP2
CACNG6
SYNC
THEMIS
CNTN6
LINCO1797
OR3A2
CPED1
LINC01140
EFCAB1
GPIHBP1
SHE
Cdorf19
ELOVL4
ARHGEF37
ROR1
SGCE
SLIT2
ZNF804B



ENPP1
ANKRD20A4
FAXC
GIMAP1
MIR4732
NGFR
SLC22A17
LOC100128239
MXT1
SLAME7
ACACB
B3GNTS8
NIM1K
SPAG6
MEGF10
UBE2QL1
SQRDL
TSHB
CCR10
HCN4
CCDC80
CLEC4F
1L16

RTN1
JAZF1
CD48
ANKRD36BP2
SLC25A23
AOX1
BARX2
KCNK10
CDh1C
C200rf194
FSIP2

NDN
LOC102724190
P2RY8
TL5RA
COL19A1
LINC01783
SLC25A20
TCN2
SLC17A3
RCSD1
MIR3781
ATP8B1
HCG2040054
SOSTDC1
LINC02012
TUBB2B
ZCCHC5



RIOK3
1L25
TEX15
PRDX6
HDAC9
CLIP4
LINC01629
MOB3B
FHL5
STON1
PRKAR2B
GLTP
Cl50rf38-AP3S2
MIR6887
PYY2

MEI1

OPN3
AKR1B15
CPT2
TRAPPC3L
TNFSF10
MAF
CAMK2A
SDRIC7
PAPPA2
SPTBN4
GDF5
LOC101928673
DCN
LOC100506700
MICALCL
PWRN1
TESPA1
SSBP2
SNX24
SPPL2A
MIR6883
VLDLR-AS1
KANK2
CCNJL
DLG2
UNC13C
SERPINA5
KCNC2
MESP2
LINC01018
MZB1
LINC01697
Chorf64
CLEC17A
CFP



NCCRP1
AMOTL1
TMIE
CTSW
HRASLS5
FAM124A
SSMEM1
TL22RA2
ADH6
MICU3
CYP11A1
LINC01489
PDGEFD
TMTC1
SH2D1B
CFAP99
ARRDC4
CCDC178
AHRR
EXTL1
ITIH5
ACSM2A
MYL7
LINCO1135
ECI2
CYSLTR1
TEX26
KCNT2
JAML
CDK5R2
REEP1
CAV1
PAQRS
CITED2
RADIL
CR1
SLC35G1
FIGN
OTUDTA
LINC01907
GPD1L
VSIR
CD40LG
FAM30A
LIMA1
TMPRSS2
EPB41L4B
PRICKLE2
ZNF471
B3GALT4
CDO1



LRTM1
TMEM200B
DPP10
LOC100128108
PGM1
TIFAB
DACHZ
FOXI2
ID2-AS1
ITM2A
MEF2C
BCL2
KCNAB1
PTPRN
ZNF135
CALD1
GOLM1
RASL12
LOC101928834
PTGER4
LOC102723766
SNTG1
C100rf90
GPR33
IP6K3
SEC1P

TST

G6PC2
LRFN5
ST8SIAL
CHI3L2
CHRNA1
MIR7-3HG
HOXD4
FMO2
ETHEL
VEPH1
SIGLEC17P
GPRASP1
KIR3DL2
GIMAPS
MROH7-TTC4
TNNI3K
PLA2G2D
PLSCR4
ZNF831
L0C643201
LINC00892
CORO6
ZSCAN1
EPHA5-AS1



FERMT2
TRIM50
RIMS3
AMN
C1QTNF2
MEIS1
MIR4786
CYP17A1-AS1
A2M-AS1
SERTAD4-AS1
PTPRQ
CNNM2
TXLNB
FAM13C
VIPR1
NPR1
HSPC324
7ZSCAN18
RHOU
SUCLG2
LOC102724488
BCAR3
TEPP
CCDC160
CCR9
ZFR2
MIR6071
GZMM
CCDC13
CLCN2
GRID2
OR1411
SMIM10
MAP1LC3C
CELA1
12-Sep
ZCCHC12
FAM238A
PARM1
RORB
SPG20
TP73-AS1
GRAMD1C
PDE1C
KLB
NBPF1
FCRL3
IKZF1
MATN2
MIR6084
COL21A1



NCF1B
SPATA22
RIMKLA
MIR8071-1
FFAR1
FRMD1
TSPYL5
RAB27A
CD96
HSPB2
KRT12
FAM170B
TMEM63C
HEPACAM2
TMEM25
APOBEC3B
0ASL
PLCD4
LOXL4
PI15
ACVRL1
LINCO0704
TMEM72-AS1
MFSD6L
AFF2
BCL2L15
SLC46A1
NUDT11
DPYD

MB

CPA3
Cb207
SVEP1
LINC01399
LINCO1559
NXPH3
GPC5
MAP1A
LINC00996
RILP
CDKL1
PCYT1B
PLPP3
NPAP1
SNCG
CIDEB
Z1C4
CCDC85A
CCL16
GLI3
MYZAP



CGN
PAMR1
ZNF582-AS1
LOC107986927
PABPC5
CHP1
GNAT1
NEURL1B
PDZD3
CFAP221
PAK5
Chorf30
VILL
DIXDC1
ADH1A
ENPP2
CRB1
KL
KLHDC7A
STAE
SLC6A9
8—Mar
FEZ1
CKB
KBTBD11-0T1
SHOX
TOX
GRIA3
TMIGD2
L0C101927943
NAT1
LOC101928161
TCEA3
ZNF418
SLC9A1
PLEKHO1
EPM2A
TLX2
PEBP4
RGAG4
ZBTBT7B
FAM184A
TIAM1
GAPT
FAMI81A
IFNG-AS1
SCN4A
LINC01539
LINC00494
ZNF257
APBB1



CACNA1A
CD1D
CROT
MIR4507
MIR4795
ZIK1
WBSCR17
OSBPL1A
MYOZ2
CACNB1
SAMD13
TSC22D3
LINC00570
CPT1A
ACAT1
FOXD2
DLG1-AS1
CACNB2
MAN1A1
SYNE3
ZNF6T77
C5orf66—-AS1
TRAT1
CPEB3
AHNAK
SYNDIGIL
MAP4K1
HGD
POU2AF1
PTPRT
TXNIP
MYL2
TMEM56
IL21-AS1
SRL

LTK
CD180
MIR10B
LRRC4C
SYT15
LINC01563
AKAP12
KIF6
PDE6G
MIR770
MTIA
FLJ31104
KANK4
MGLL
PLXNB3
CRTAC1



LOC105371907
IGSF3
FAM161B
TRIM36
LINC01990
PRRT4
CNRIP1
SMIM10L2B
MIR6717
SLC22A23
NIPAL1
MMP23A
FBX027
BANK1
WEDC1
SHISAS8
CIPC
ZNF415
PLS1
GRXCR2
MRVI1
ZEB1
SLC6A10P
GYPC
ACVRIC
VSX1

SSPN
KTAA1161
ZNF781
CT62
TCF7L1
IL12A-AS1
FAM184B
CASP16P
LINCOO0877
MGAT4A
FAM107B
TRG-AS1
PPARGC1B
PTPN21
Cl6orf62
P2RY10
EAF2
DKFZp779M0652
CYP4F12
SLCO1C1
REP15
SMIM2
GPR171
TNR
MARVELD3



TDH
ADA2
PP14571
GCGR
SIGLECI
SMIM2-AS1
ADAM28
FAXDC2
CPNE4
A1CF
NCR3
MIPOL1
MS4A4A
NRG1
DUSP1
CH17-360D5. 1
EHHADH
CCL5
HK2
ZFYVE28
LHFPL1
TPM1
L0C101929331
MTM1
AGR3
DDX60
L0C105369203
RSAD2
ICAM3
RBM47
DSEL
TSPAN18
RNF125
NEDD4L
P2RY13
CCR7
TESK2
CX3CR1
GOLGASO
RCAN1
AKAPS
FCMR
GAS7
LINC01915
LEAP2
PHYHD1
CAMP
ZNF98
PEX11A
SLCHAS8
SLC2A5



ATP2A3
NYAP1
RNASEL

TF
LOC150051
GALNT12
MIR936
LOC107985092
TNFAIP8L3
LINCO1215
ZNF439
L0C400043
HIFNT
NCF1
NROB1
LINC00930
FBLIM1
POU2F2
CD69

GBP3
LOC100506725
LINC00840
GABRG3
PLA2G10
GRIK1
UNC79
GLOD5
LOC729970
ZER1
SLC6A11
EVPLL
OLFML2A
CLMN
TRIM63
SLC35D1
SNAP25-AS1
PROM2
VWASA
PRUNEZ2
PCDH15
C1QA

JAM3
EVIZ2B
ATP8A1
LRRC31
EBF1
CMKLR1
TTLL7
NBPF25P
NEU2
GPR174



GIMAP6
MUC12
LGR4
HSD17B6
CAPN5
FOXF1
SLC6A18
NCF1C
MIR4775
MARCKS
PHYH
RBMS3
DENND2A
KLHL6
ST6GALNAC1
SOX15
LINC01336
NAPSB
SLC39A5
PJA2
CKMT1B
SLITRK4
L0C105369187
RASGRP2
FOS
PAFAH2
VSI1G4
SOWAHB
CYP1B1-AS1
BNC2
EDNRB
BDKRB2
RGS18

BTK
ZIM2-AS1
ZC3H12C
LOC106699570
LEPR
CACNA1H
COL28A1
Cl50rf59
VIPR2
CAMK4
PTGIS
ACTA2
GIMAP4
STMND1
LOC101929897
LINCO1531
FAM162A
SMTN



MYBPC2
LPCAT3
CCDC136
ABHD11-AS1
CECR7
VWA3B
LOC100506444
EPHAIO
DTNA
ADGRA1
CASC16
0TOA
LOC105371592
CLIC2
F2RL1
NDRG1
TGFB1I1
L0C400464
CLCNKA
GABARAP
RIPOR2
EPAS1
LINC00551
TSPAN11
BIN2
LOC283683
LINC00882
RBKS
FAM180A
ASCL1
RSPO3
LMO2
ARHGAP28
KIR3DX1
CD8A
LINCO1197
SLC24A4
LINC00294
GYPE
KCTD12
GABRB2
KCTD9
CYP26B1
UMODL1-AS1
DCHS2
LRRC1
MIR339
CPAMDS
LINCO0671
KIRREL3
KCNMB2



LRRC75A
ZNF304
OCEL1
ZNF157
FAM134B
TP53TG1
OR2A7
ITGB3
STK32B
RAP1A
CACNA2D3
CYP8B1
SEZ6
KTAA1462
SFTPA2
IKZF3
ZNF582
ABCA10
ANO10
SCARA3
RHOF
CAMK2N1
C190rf33
RANBP3L
SDHD
RECK
CORO2A
MAGIZ2
SPAAR
PELI2
ANKRD55
ADCY9
PRKN
MIR7847
FAM110B
FAS

UST
KCND3
PRSS36
NECTINS
NRXNZ
PALLD
SCP2
ST6GALNAC3
RD3
ABHD5
MIR4697
LITAF
KIF13B
CD3E
ZNF542P



S0X5
NAALAD2
SMPD3
ZNF568
SLAMF1
LOC100505501
LAX1
CCL11
APBB1IP
Chorfh2
DCLKZ2
MYCT1
CCDC13-AS1
FGF9
LINC01344
FBLN1
AP3S2
ZNF454
WDR86-AS1
KLHDC8B
ARHGAP15
CD244
MPC1
LOC105378828
XCR1
FAM43B
PITPNM3
S100Z
ZNF667
LINGO4
ANGPT1
ITPR1
A2M
SCGB3A1
YPEL4
RAB44
GPRIN2
GPR156
HACD4
LINCO1122
CKMT1A
C3orf70
CD3G

CD52
CLDN19
SPECC1
SESN2
PHF21B
TMEM61
BACHZ
KCNJ2-AS1



LINC00982
ANKRD20A2
RPS6KAG
RNF180
MS4A6A
ANKRD20A1
SLC8A1
FAM49A
SERF1A
GVINP1
LTBP4
USP51
SYTL2
SLC4A9
SIPAILZ
LILRA4
PTGR1
STAB1
CHRNB4
DENND5B
PDE1A
TMEM30B
SIAH3
MISP
TAGAP
TRIM61
CDKNIA
TNFSF12
ANKRD9
ST3GAL6-AS1
L0C101927495
PCDH7
LRRC7
FGF2
RAB37
PDE1B
Cl6orf4bs
ADRA1D
SATB2-AS1
MS4A3
ZFP3
TSHZ1
MAP2K4P1
RAVER2
FCN1
GAREMZ2
PBX1
SH3BP1
EFHD1
PPP1R36
CSPG4



SP140
SAMD9
ENKUR
KCNS3
ADRB1
MIER1
JAKMIP3
FBXL7
WASHC2C
CFAP54
TPSAB1
ABCC6P2
LOC100507547
TAX1BP3
SYCE1
ARHGEF18
IL17B
WNT9A
LINC02139
TL10RA
CASP12
HFM1
MIR3615
ADAMTSL4
ADGRB1
FST
STPG1
LIPH
CDON
IL10
ENOX1
PCDHB5
RGL1
GPR34
BDH2
ZNF528
GIMAPS
DENND1C
SSC5D
NSG1
OR5K2
LOC100505622
LINCO1268
PLCL1
CD200R1
LARGE1
MS4A7
CFH
UNC45B
FAM3D
SPECCIL



FAM187B
FOXH1
MIR3622A
ZNF549
PTGDS
RAPGEFL1
GALM
APBA1
LY75-CD302
GNG12
SOCS2
LOC102724927
GALNT13
KLHDC1
SLC25A42
ACKR4
TAL1

LXN
PREX2
LRRC3-AS1
CCDC96
TWIST2
PTRF
LOC151174
TTC28
C2orf72
HDC
KLRC1
ADGRV1
B4GALNT3
MTUS2
NOL12
NEO1
TGFA
RASGRP4
STAC
FOXN3
POLD4
SLCATA1
HVCN1
SGSM1
ZSCANSB
KRCC1
ECE1
DOCK3
NFASC
MAP2
PHYHIP
PDESA
CDh101
COX7A1



LINC01588
PRR5L
CAPNZ
ABCD3
ATL1
SSTR1
MPDZ
RPS6KAS
EVIZ2A
CXorf21
PQLC2L
CLIC6
RYR1
CASD1
PRX

NCS1
ITGB7
COL23A1
MYO15B
C220rf23
PBXIP1
RELL1
MEOX1
SLAZ
IGLL1
ADADZ
SLC6A8
FLT3LG
DHDDS
TKTL1
LOC100130451
ATP13A5
LOC101927143
SIGLEC16
TOM1L2
AKAP7
ABCAbS
ESR2
MAP1B
TFCP2L1
TSKS
VAMPZ
CSF2RB
SAG
EFNAS
GJC1
DMPK
FLI1
SH3BGRL2
USP44
KBTBD12



MED12L
PLEKHG6
NPIPB6
SLC26A7
HEXA-AS1
AGFG2
STX19
CAPN9
TMEM140
NHSL2
CYSLTR2
OLFML1
TNFRSF11A
CD33
ZNF396
TRAMIL1
EBI3
GNAZ
SOWAHA
B3GNT6
CDh247
ETNK1
TJP3
MAGI3
2-Mar
LINC00694
BCL2L10
Cl170rf97
PTK2B
NUTM2D
EML5
LY86
ZNF385D
C8orf4
SLC30A4
ZNF710-AS1
KBTBD11
PACSIN2
HCLS1
FKBP5
SPESP1
GNAL
STOM
ZFPM2
IGF1
PMP22
STK17B
LOC102723548
TEX43
NELL2
POM121L2



ZNF540
SELL
LOC100505715
ATF1
GNG11
TGM4
NDRG4
PDGFRA
TRAF31P2
HADHB
MRC1
LY96
PIP5K1B
STK33
DZIP1
AQPI11
GINMI
CD7
HADHA
INFT772
SCAMP5
TP5313
HSPA2
CALCOCO2
CIQTNF3
LAMC3
TSHZ3
NXPE2
PLXNAZ2
CLDN7
PNMAL1
SLCIA2
RAI2
ANKRD53
COX6B2
DOCK2
CBX6
SH3BGRL
PHLDB2
LOC100996583
CD37
FBLNS
SLC18A2
CD38
GDF6
IL10RB
ZNF626
SPN
NPPC
TMEM169
MYOZ3



C10orf128
RGS5

SNPH
P2RX4
ZEB2
L0C100129503
TMEM47
PANK3
SASH3
TRPC6
L0OC100506274
LDOC1
TMEFF1
MAFTRR
KRBA1
LINC00668
HS35T5
S0CS6
LAMAZ
SCAMP2
OR2C1
PIK3CD
FTH1
C6orf136
PLOD2
ZNF671
LAG3
ADORA2A
PDZRN3
LTB

RGS8
GNGT2
RARRES1
NUTMZ2B
PTCRA
LOC105375431
MYO1D
CPTP
HES5
ELOVL6
L0C101929552
MUC4
CD24
URAD

S0S2
KITLG
VSTM4
FAM214B
SIRPG
MDGA1
TBC1D9



RIMKLB
TMEM54
TNS2
CD163
PROB1
6—Sep
LOC100130111
SLMAP
ARHGEF6
DERL3
AFG3L2
RASSF6
MBOAT1
FAM110D
CD302
TNFSF8
ZNF134
SMCHD1
SDK1
T™MC4
NCKAP1L
BMF
GNA13
ME2
LOC100996286
VPS4B
TMEM133
SCN1B
LURAP1
SUCLG2-AS1
ANTXR2
GRAMD4
ACOT4
ARHGAP25
DNM1P46
CACFD1
Clorf21
STEAP4
FASLG
BIRC3
SYNE1
WDR7
KIF1C
BHLHE41
BTBD3
RUNDC3A
EFS
ZFP82
TBX21
BCL2L11
MPP7



ZNF132
MPPE1
MAGI2-AS3
LHFPL3
THCAT158
C1QB
LINC0O0865
PRSS8
STRADB
KCNQ4
LOC100422737
HHIP-AS1
MMP25
PYGO1
Cllorfb4
ADAM11
SV2A
HADH
SMAD7
ESPN
COL25A1
EMCN

BOC
PKD2L1
TAT-AS1
RHOH
CYP21A1P
RHOC
GAB1
MTNRIA
ZNF793
LOC729966
CSF1
SENCR
GABRAZ2
MATK
WWTR1
MAN1C1
MIRLET7D
PRR15
MAST2
TMEM45B
A1BG-AS1
TMEM59
LRRK2
TBX1
TMEM120A
ACSM1
CCM2L
EHD2

DDT



RFK
HCFC2
TMEM131
ANKRD13A
CD3D

CPQ
COL14A1
SLC26A4
APCDDIL
WASL
SCIMP
HEATR5A
GRAP2
MIR4477B
FAM214A
ALMS1P1
KLKB1
LPP
TGFBR3
GSTM4
MGARP
CSF1R
ACOXL-AS1
LRFN1
CDH23
CDIP1
CARD16
UQCRFS1
LOC100506474
ATP5A1
JOSD1
FCAMR
FNIPZ2
TPCEF1
FAM46A
NUDT12
VAPA
L0C102724933
ACSM3
ZNF821
LOC105375700
TBX10
TL6ST
MIR4687
PLPP7
JAKMIP2
ACADSB
CASP10
SMC2-AS1
B2M
ABHDG



ZNF625
CGRRF1
LOC101927702
TRAK2
TCP10
FRMD4B
STX12
FLNB
CPEB2
TP53INP1
TUNAR
FAM198A
LOCT729739
DPY19L2
GPR17
BCL10
RBP7
VLDLR
PTP4A1
HPD
FAM117A
SLC6A16
CDC42BPG
HMGCL
PTPRC
KLRG1

PC

SUN2
RNF11
BTC
ARHGAP10
LRRFIP2
PCDHGB7
ATP23
L0C101929134
PCDHB4
SLC15A2
MAB21L3
ARRB1
ARSA
ELMSAN1
MFNG
PKIG
ACAA1
ATP2B1
LINCO1535
SEMA4G
NLGN3
CCONG2
HPSE
FAMS3E



LETM1
FBLN2
DOCK10
GIPC2
PYHIN1
DLGAP3
CEACAM3
HLA-DOB
ZNF844
WLS
AVPT1
SYT11
BSG
TLE4
CLGN
EGLN3
PHE7
KTAA1522
PECR
PRKG1
CAB39
RUNX1T1
FGF7
RAB4B
DTX1
GPR162
ZNF788
CLYBL
NEDD9
CD28
C170rf50
ART4
NCOA4
ATP5]
RXFP1
SOX7
POLR2F
AKAP9
CYP2]2
PNMALZ2
SGPP1
DPEP2
TUBA1A
FOXA1
RNF186
CNST
ARHGEF35
VNN2
Cl8orf32
SOX17
MFSD11



KTAA1671
EFEMP1
WNTZ2B
LINC02202
BTD
FGF12
MPND
ZFP2
ZCWPW2
DYRK2

XK

PTPRF
ARHGAP42
LINC00665
MAP3K15
PCDHB2
MYH3
PSMG3-AS1
GPR183
NHSL1
RNF138
NPY4R
CRTAM
RIPK3
SRP14-AS1
IL18RAP
CHMP1B
IL18
ZADH2
ADGRD1
LOC105376731
DNAJB4
CHST15
MLXTP
TRPM4
FYB
RAB30
SOBP
ST8SIA4
FAM126B
TCEAL3
ZNF491
GAREM1
DNM1P51
TMEM127
GNAQ
PRPH2
MPP5
SUSD6
Clorf106
MSRA



PQLC1
IL11RA
PCSK6
HECTD2
ALDH6A1
CTB-178M22. 2
NGF
LINC01207
MAGEH1
FAM159A
ACSS2
AXL

DECR1
GPLD1
PDCD61P
TRABD2B
PDLIM2
GZMK
TLN2
S1PR1
LRRC18
TRAF3IP3
ADCYAP1
HHEX
PURG
LOC100132077
RASSF2
TOX2
DAB2IP
TNFSF13
ANO4
Cdorf33
ST3GAL4
ATP1B3
MAGIX
SOCS2-AS1
CAMTAZ2
GBA
ARPIN
A1BG
LOC100507053
DOLPP1
ALDHIA1
MESD7
PLEKHH2
LOC101928820
KLK1
LPP-AS2
FOX04
RAB42
SATB2



FZD7
ACO2
EPHX1
LGALS9
MUC13
COL4A5
KCNJ12
TMEM9B
PLEKHA7
DMGDH
TRIM34
MIGA2
NANS

1-Sep
SPON1
AP5M1
CYB561A3
KCNK12
LOC553103
MIR6872
FCGRT
BMP8B
MAP10
VAV1
ZDBF2
LMBRD1
ZSWIM6
FOSL2
B3GNT5
PRSS12
FEZ2
VAMPS
TRPC1
NXPE3
LRRC4B
MAP2K6
CDC42EP3
KCNH1
ZNF287
KTN1
SLC6A12
0TOGL
ILK
BEND6
CYYR1
LINC00304
FLRT2
VCL
GSKIP
WDFY3-AS2
BAD



MGST3
PPMI1A
SHROOM3
SALL1
CYB561D1
THSD4
UNC5B
SPATA24
KLC4
SLC31A2
CYTL1
CDK20
TCP11L1
METTL7B
OLFML3
BCL2L2
O0AF
ATG4A
CDh4
ACSM4
FITM1
RPS6KA1
EGLN1
SLC35F3
4-Mar
WASHC2A
RCVRN
CALMLA4
C1QC
MXRA7
RBFOX1
SHC4
KCNK5
TLR9
LCP1
DOC2B
ZCCHC24
EBF4
TYRP1
BRPF3
MYL6
HSBP1L1
TUBB2A
TNK1
BPNT1
FAM19A2
1TM2B
KLF15
THAP7-AS1
SIRT4
LOC103611081



ARHGAP30
TRPA1
RGP1
CD8B
CERK
KLF6
ABLIM3
S100A14
MCF2L2
MYO1C
C3orf18
SYNJ2BP
SHISAT
C2CD2L
STAR
CALM1
GLIPRIL2
MOB3A
CEP70
IL18R1
DGKA
PVALB
AQP1
HSPATA
PLD1
EPHA4
CAST
SMAP1
IDH3A
SMIMS
NFE2L1
FZD5
NTN4
IL1IR1
TLR1
GNE

DCX
NCAMZ
TBC1D1
OPRL1
CAT
RNASE1
TDRP
SLC16A1
L0C102724163
CLRN3
TEP1
CALHM1
ST8SIAS
HID1-AS1
CRADD



CAMK1D
DIRAS3
INPP5]J
CDC42SE2
I8
BORCS6
GOT1
ABCC3
FLG-AS1
MAPK3
OR7E14P
L0OC102724200
GRASP
LGALSL
SLC27A2
LIXIL
LINC01504
CRAT
KLF8
NLRC3
MAST3
GMFG
ARSF

GCK
MAPK6
ARHGAP9
CTSA
LOC339803
ZNF347
CASZ1
SH3KBP1
IL2RB
CAMK2G
KTAA0232
LINC00324
SPATA41
RAB6C
RGS1
MTHFR
EPHB6
EAPP
TLR8
KCNJ2
MBOAT4
SLC6A17
HECTD3
INPP5A
SLC17A5
TBC1D8-AS1
STARD9
BLNK



TMBIM4
ZNF43
SLC47TA2
MIR5572
TAPT1
RGS6
SLC35A3
LOC101927755
SAMD4A
GOLGASR
ZFP36
MVP
DNASEZB
VIM-AS1
FAM78A
TNFRSF1A
FAM102A
LOC646588
CYP27C1
TPMT
HLX
SPTLC3
PCK2
TNFAIPSLZ
SERINC1
ITPKB
KCNN1
BTG1
HLA-DQA2
ADAP2
FAM127C
RNF185
0XCT2P1
RASSF5
CTSD
TPK1
SLC25A18
MPT
TSPANS
PLD4
NOX5
ARL4A
CYP4V2
AMT
ZC3H12D
MBNL1
DOK4

CD2
GSTM3
RRAS2
SERINC2



ATP5F1
SECISBP2L
CIQLI
NCOA1
NDNF
NMT2
DIRCZ
ACADVL
ATP6V1D
CDS1
CAMKZD
SLC44A1
FBXL5
UBASH3A
FYCO1
MITF
MRPL35
RARRESZ
PIK3R5
MROH7
ATP8B4
LINCO01447
CDC42BPA
NCR1
TSPAN3
HLA-DMB
MAPRE3
ATP2B1-AS1
ADD1
GON7
CCDC85C
SPINT1
TMEM251
SUCLG1
NXN
SLC12A3
FGD2
PPM1E
RNASE6
GGT1
NMUR1
FCRL6
PRELIDZ
HISTIH3E
PFKFB2
ECHDC1
TAC3
TSLP
GNPTAB
L0C101929422
WTH3DI



LOC105376527
HIBCH
AKAP2
PDE6B
VTI1B
TMEM246
CYCS
STAP2
ZNF684
ABO
SAMSN1
PCDHGC3
PLA2G4F
SvacC
GHITM
CD226
ZNF829
GBP2
PSEN1
TBC1D10C
T™MOD2
MYOZ1
PRNP
HCST
PTGFR
ALDH3AZ
UAP1
TMEM240
AGBL5-AS1
QRFP
TRIM31
IMPA2
Cl50rf52
PCSK7
ZNF256
EX0C6B
LOH12CR2
ZFYVE1
DQX1
AIM1
P2RY2
SLC35D2
SLC25A4
MUT
SLC25A35
RASL11A
TNIK
IFIT1
KRT19
ASBS8
Clorf226



AGL
HDHD2
GDE1
MKRN20S
FAM13B
UBL3
BAK1
HLA-DOA
DENND1B
MDFIC
PPP1R12C
CD2AP
LINCO1589
TUBASFP
PPP2CB
ACTN2
CDH17
RNLS
FERMT3
DTX4
ERBIN
ATFM3
SMARCA1
SIT1
SFMBT2
PLGRKT
TADAZB
PPP1R14C
FRRS1
LINC01842
INSC
ADAM23
CLEC14A
FAM213A
DCAF11
DIP2C
NUDT7
COX5A
MYO5A
SLC25A24
BDH1
MGST1
FRAT1
RPL34-AS1
ZMIZ1
PPP1CB
THSD7A
MIR6852
TMEM170A
BTBD9
ZNF467



RHOJ
MYO7B
A2MP1
TLR5
Cl4orf28
LINC01934
GPC6
ZNF404
NKG7
MINDY1
KCNA2
PNMA1
CYP46A1
MUL1
LHFPL3-AS2
GABARAPL1
SMIM10L2A
CARNS1
MTMR9
LINC00987
ZNF595
Clorf162
AVPR2
BBOF1
FEM1C
LOC643733
CADM1
SYNJ1
MTUS1
ADSSL1
SASH1
SNRK
EFCAB5
EIF4EBP2
ZNF350
ASB7

DOK2
Cl7orf107
CTNND1
SCNN1A
ADCY6
ILDR1
EPHA3
ACOT13
RALGAPA1P1
ADGRL2
ARHGAP35
PKP2

PIGS

RNF5
KALRN



CC2D2A
WIPEF2
ELAC1
MYL12B
STARDS
CDC42EP5
AUH
ITGA3
NRROS
ZNF662
CHFR
MAPK7
SLC25A48
MEF2D
RGS10
HTR2A
NEURL3
PTK6
TXNDC11
REM1
DSTN
MY05B
EQTN
SCO1
PTBP2
SCN5A
HLA-DQA1
NIPSNAP3A
FCGR2B
ARHGEF9
MIR5187
0XCT1-AS1
SIRT6
NUDT16
IFIT2
AZIN2
FBXO08
CHMPG6
PRADC1
LINC00327
RORC
ANKRD12
POMC
PRR13
NR2F2-AS1
CD14
MTMR3
ATP5T
OPTN
ITGA4
0SGIN1



ETFBKMT
FAMBAL
SEC23A
GOLGASN
SAP30L
RNF103
NRARP
TBC1D10A
PIEZ02
SYT2
AKT3
CYP4F22
HRC
LOC102724532
DSCR3
MAGEE1
NTAN1
KLF13
WASE3
MILR1
NRIP1
CATSPERG
SMARCD3
C190rf35
ATP50
EVC2
ANKRD44
PGGT1B
SDHA
PRCD
CHCHD10
CYGB
TTC6
MMRNZ
GPBP1L1
MYLK3
ZNF624
APC
DTX3
GPR146
ECSCR
ZNF528-AS1
ABCA1
RRAGC
SORBS3
ATP8B2
LPCAT4
SLC35B3
RNASEK
GAL3STZ2
SLC20A2



KLF3

ARF3
TRAPPCS
HEXIM1
SLC25A30-AS1
FZD4
CEACAMZ21
GPRASP2
L0C101928414
ANKS4B
CCDC107
NDUFB1
TNIP1

EGR1
SNORD138
ZNF883
ZNF682
ATP6VOD1
MTF1
FAM118B
TTC30A
SH3RF1

ABI3
ST3GAL3
CCDC87
LAMA3
KTAA1614
ARNTL
ATOHS8
PRKCD
MRPS36
SIPAIL3
HIST1H2AC
GIPC1
PRKAR2A-AS1
FGD4
LOC100129534
L0C101928530
ALAD
LOC105369364
ANKRD6
SETD9

FOX01

RAB9A
TRIP4
OSBPL11
SLC5A10
CTDSP2
MICALZ2
SPAG16
SHOC2



ZNF569
UPP1
AK1
HERPUD1
ZNF429
ZNF658
ACOT11
CCNDBP1
MMP15
C6orfa7
INCA1
PTTG1IP
PLPBP
GRID1
ZNF718
CREBRF
ABHD15
NDUFB3
NBR1
KLLN
DMXL1
1D3
CCDC184
IPMK
LOC100996455
DERA
FAM229B
PODN
KATNALZ2
SPATS2L
SLAMF6
LOC101928728
SEMA3B-AS1
FRYL
LINC00667
TICAM2
YPEL5
XYLT1
SLC35A1
AKR7A3
APLP2
NCKAP5
1D2
STAT4
LOC102724064
LRP10
LYL1
KLF10
LHFPL2
GSDMB
PINLYP



Cl4orf159
CSRNP1
GALNT7
VCAM1
WIPF1
SLC5A5
CTSO
ADGRA3
ZFP91
KDM4A
E2F2
ZNRF2
HNF1B
RAB5B
SERF1B
MFN2
FAMS3G
CYTH4
CMAS
SGPP2
LOC105378753
ATP10B
PRDM1
PAOX
RIPK1
SH2D1A
PAFAH1B1
CHMP2B
LTA
ZNFT5A
SYNJ2BP-COX16
NDUFA5
SIDT2
HES2
CPEB4
SDIHB
CD6
TPRN
FAM149A
VIM
PYROXD1
ALAS1
BTG2
T™MCO1
PPM1L
RBP5
ANKDD1B
TAB2
ECH1
TTC38
ZDHHCT7



ARHGAP17
IQSEC2
NDST1
CNPPD1
GATA1
CAll
NPTN
MTMR7
ABCG1
CHADL
ZNF366
LOC100996717
PNPLA7
URGCP-MRPS24
P2RX7
CRY2
ZNF382
BHLHA15
TOGARAM2
DAPK2
TTC39C-AS1
SNAP29
SIDTI
SEL1L
ZBTB4
TMEM164
SPECC1L-ADORAZA
WBP1L
LOC100506679
ATP1Al
SGCB
PDLIMI
SKAP2
CLECIA
ATP5G3
SMPDL3B
SLC16A2
NIT1
MKNK2
FAM171B
TMEM254
CYTIP
RDX
KIFAP3
SCARB2
SLC27A4
CD34
TPRGIL
SNX32
KRAS
GAB3



LOC100506368
ATG4D
BAHD1
AVIL
CCDC106
LUZP1
RASAL3
MIR600
NCK1

EVL
SAR1B
MGC16275
EXT1
ZNF25
SHD
CYP2U1
VPS37B
SEMAGC
ACOT2
USP38
FAM120A0S
SEPHS2
POUGF1
LINC01637
USP30
SIGLEC10
MTFR1L
SLC45A1
PRKCE
SDK2
SLC44A2
VPS13D
BORCS7
EID1
SFXN1
MTMR10
CD53

GAK
T™MCC2
ZNF763
UBQLNL
TMEM63B
NCOR1
CCR5
MPDU1
LYSMD3
ZBED5-AS1
EMP3
PTPRS
FBXL17
CRLF1



LPIN2
HOTAIRM1
RASSF3
MAP2K4
AFF1
ADORAZB
ZNF271P
PLEKHA6
SSFA2
MPC2
NAIP
NFKBIA
ITSN1
NDUFA6-AS1
Clborf65
PTENP1
NDUFS1
HOXA13
KCNJ10
PGAP3
SRSF5
TCF7L2
ETFA
TMED6
PTPN22
LOC100996763
MMAA
Cllorf63
SLC25A12
ZNF331
PRKACA
OSBPL7
RABIB
GBA2
ACER3
HLA-DPA1
LMTK2
VSIG10
MIEF2
L0C102724362
CAP1
PCED1B-AS1
SPOCK2
SH3GLB1
SEMASA
SFXNb5
FZD1

STH
MAP1LC3B2
RALB
PBX3



DSG2
FAM162B
AIG1
EP400
KIF3C
PCDH12
SMN1
LOC100287042
TAF9
RTN2
ZNF600
SBF1
TEN1-CDK3
CCDC66
TSPANG
EFCAB11
SCLT1
SLC30A7
HGS
CUL4B
SMPD2
TGFB1
MIR3652
DHX57
MANZAZ2
RPN1
MTHFD2L
NUDT19
ZNF766
ARPC5L
SLC10A3
FAMBGEP
MREG
PHF5A
JARIDZ
CERS5
LOC100288123
Cl120rf60
ORC2
ZNF653
MED1
HNRNPU
TFB2M
SPATA5L1
ZC31C1
PTS

ST20
CTNNBIP1
ATP6VIC1
METAP2
SPEF2



USP27X-AS1
LIPT2
CCDC43
MRPL53
KLC1
MAP3K7CL
RILPL2
USE1
CDK18
COPZ1
EX0SC9
MCAT
PFKP
MIR7113
DBN1
L0OC101929704
LMF1
KDM5C
REXANK
LOC105371050
MIR4651
PPHLN1
RALGAPA2
SAMD1
HMGB1
VARS2
EIF5B
CADPS2
LRRC75B
COMMD7
DTD2
PIAS3
BLCAP
DCXR
LARS
CHAMP1
TMEM51-AS1
GPAT4
TGFBRAP1
TSC2
EPRS
CYB5RL
ZNF138
NEK4
ZINF627
RPL23A
FBX04
DPY30
SLC44A3-AS1
FUNDC1
ZC3H3



COPRS
PTPRG
MRPS30
TRMT5
TRAPPC2
RIPK4
CEACAM19
FHL2
LINCO1123
ZNF12
GPN1
C8orf76
ARF4-AS1
ZSCAN2
TMSB10
PTPMT1
NCOA5
EFNA4
ATG4B
FANCF
GNAS
MRPL30
COG5
TBCE
RASL10A
PHOSPHO2-KLHL23
RWDD2A
LOC101927851
MPLKIP
ADAT1
SHARPIN
PANX1
RPS13
PARP2
KIAA0040
C2orf49
NHLRC3
FAM167B
TRMT10C
MTR
KCTD6
FUT4
RPS6KB2
ZNF496
SRP72
TCF12
FAM86B1
SNX25
SLC35E2
MCFD2
CASK



TIGDS
TMEM27
POFUT2
PCED1B
SIN3B
SREBF1
LOC100507071
NUDT3
NAAS0
MANBAL
NUAK1
DNMT3A
SEHIL
TMEM68
FGFR10P
RAD51C
PITRM1
RPAP2
TEPSIN
DDOST
B3GAT3
PTGES3
MRPL2
BTG3
EPOR
MIRZ210HG
INTS3
PPIL3
ADGRG5
DEF6
DDHD1
SSR4
MLLT1
APAM1
DRAP1
PCIF1
DNPEP
MYLK4
ZNF184
POLL
LINC00870
PGM2L1
EFCAB7
SFR1
NME3
AMMECR1L
TSEN34
RPL4
MESDC1
MKLN1
TKBIP



PSMB3
CEP83-AS1
UBE3C
ABHD11
CWF19L1
PHPT1
RRM1
ARMCX6
LOC100288778
CEP97
FAM206A
VRK2
ELMOZ2
SSNAL
PIM3
DDB2
TTLLS
CYC1
LOC100507670
BRD4
GDI1
ARIDSB
ITPRIPL2
NBN
DIDO1
ERCC8
PATL1
TPBG

PPL
ZNF75D
ALDH3B1
RSPH1
GXYLT1
ALGS8
SNX22
LINCO1806
ADAT3
TXNL4B
NSUN4
HSD11B1L
ARLSA
SAP18
NUP88
PSMD10
GEN1
TP53TG5
MED14
NIPSNAP1
AIP
ASB3
SWI5



GRID2IP
PSME3
KRIT1
COA4
COMMD5
DKK3
PKP3
ABHD14A
TEC
STX6
MOSPD3
CEP290
KRR1
PRDM15
RPP21
CAPN15
PCOLCE
TRIAP1
NUFIP2
ORC3
PIGA
CLIC1
ZCCHC11
CRYZ
RSL24D1
CTGF
APEX2
FGD1
TTC39C
ZNF83
UVSSA
EIF2A
GPS1
PTK2
TRNT1
ZNF544
POGLUT1
RBM15
DPAGT1
ADGRL1
SMC1A
ATF7IP
SFXN2
FUK
RGS17
CEP128
BCL11B
DNAJC6
PRPF38B
FUT11
SESTD1



H2AFY
MAP3K21
PIGW
RPUSD3
MIR3605
TMCO3
EIF5A
RNF169
TCIRG1
DFNB59
TQCH-AS1
O0SGINZ
ZNF580
TAF9B
ASB16
TRAFT7
SNU13
ACOT7
L0C101929147
RDH11
SFSWAP
FBXL19
ASNA1
ZNF713
RPL31
LSG1
EDEM2
HID1
EIF2S1
ANXA9
EEF1B2
NLN
SEMA7A
CBLL1
ZNF398
SHANK2
SART3
ZFP62
ABT1
DHPS
LILRB4
ZNF324B
ABCBS8
APTX
ZNF414
PRRC2C
CRYGS
ZNF503-AS2
GTF2I
LUCTL3
AGER



NRM
NFKB2
EMC9
CXorf40B
NOD1
DPY19L4
URI1
ACCS
TDRD6
MEN1
EYA3
ANP32E
CCDC130
ZNF558
PLXND1
TEAD2
MAPRE1
PPT1
ZKSCANZ
NAXE
CENPB
KIF5B
SLC25A17
MIR611
CCDC134
C5AR1
MPV17L2
MSANTD1
CENPX
HOMER3
PRTFDC1
RANBP2
SENP1
FLT1
DNASEIL1
PRPF31
PMM2
RPS8
JRKL
SLC24A1
PSMA1
ARL13B
ZBED3
MIR7109
KIAA1147
KRTAP5-AS1
NCOR2
TGM2
IGSF22
CEP170
ENAH



DAZAP1
POLR2C
RPL10A
PSMB4
STK35
MED17
ABHD12
ZNF507
LRSAM1
SOGA1
LOC100506603
PGS1
MPHOSPH10
PSMB7
CERS6
1CE2
PLEKHG2
ATP2C1
CDYLZ
C3orfh2
TMED7-TICAMZ
PSMD8
DHRSX
VGLL4
ARMCH
CCDC162P
TRAF1
ZNF131
SMIM13
COPS8
TMED4
ZNF451
TMEMb5
FKTN
ZXDC
FOPNL
LCTL
LZTFL1
ANKAR
ZSWIM3
NSUNZ2
SUMF2
DZIP1L
TTC5
ZDHHC20
PEX16
SFPQ
RSRP1
RPAP3
RAD23A
MSC-AS1



ACTR3C
FAM84A
METTL6
ZNF37A
UNC119
TIMM9
LIMS1
CATSPER3
BAGALT6
TYW1
DBIL5P
SMARCAD1
ARLAC
DDX19A
CACTIN
ARPC1B
RBM12
USP18
KIAA0930
BIVM
FLVCR1
NR6A1
HIKESHI
UFM1
RPS9
LINC01003
WDR60
AKIP1
APLNR
NOL9
DMTF1
C160rf70
STAM
PRR3
MIR6732
NCOA6
MIR21
DCAF1
CSTF3
RINL
SPATS2
TPRA1
CCDC22
TIGAR
PLEKHH3
CTBP1-AS
LTV1
WRNIP1
U2AF2
SLC4A7
LCAT



SAMD4B
WRAP53
PSMD4
DBR1
ZNF484
FAAP24
PSMD12
CHST14
NME2
KDM3A
WWC3
NARS2
NUDT4
DLGS
SLC2A4RG
TMEM259
BATF3
TRRAP
SPIRE2
KCNE4
VKORC1L1
MIR6878
STK25
TJAP1
COPG2
APBB2
THADA
LOC153684
YAP1
IGSF8
LRRC32
ZNF260
SLC7AG0S
TP53BP1
VPS72
TYK2
GJB1
C21lorf58
CLDND2
AAR2
ZNF444
SARNP
RRP7A
Clorf174
MICALLZ
RBM33
EIF1AX
STK38L
STT3A
PRRG1
UNC93B1



CAPRIN1
EPPK1
CPSF6
CPT1B
GRK3
ING5
GTF2H3
ADPGK
MRPS35
TAF10
NDUFAF2
FMR1
CSGALNACTZ
™CT7
NEDD1
NBPF20
PDCD6
ZKSCAN1
NRAV
SARS2
TMEM261
ZMYMS
PAXBP1
AKTRINZ
TAGLNZ
CARD19
RBFADN
RPL37A
PDIAG
CCDC71L
L0OC100268168
NOL11
ATP6AP1L
SNRNP25
TAP1
7773
PFKFB4
DGKG
SMARCD1
C190rf73
ZBTB45
WDR45B
STX2
PSPC1
HEXDC
PRPF40A
FAM193B
ZNF589
CCNT1
POM121
GNL2



NOL10
LINC00094
NFATC3
SELENOO
TSGA10
FASTKD2
FAM20A
TTC41P
SNRNP40
MAFG
LOC101930071
TRAF4
CRAMP1
NPIPA1
LINC01237
PLBDZ
H2AFY2
CIAPIN1
PMS2CL
HPCAL1
ZDHHC4
ERH
SERINC3
IL15RA
GSS

TCAP
LOC101928160
FAM49B
HERC2P9
WDFY2
SRSF10
DPM3
ADORA1
SMARCDZ
FARSB
CACNALF
CDK16
GDAP1
RPAIN
SERPINB9
FAM199X
ZYX
MORN4
Cl70orf75
BAZ1B
USP49
C9orf72
PHLDB3
GTF3Ch
NINJ2
SSRP1



ROCK1P1
PABPC4
NCAPH2
PGAP2
JPX
ZNF852
STKLD1
BHLHE40-AS1
CHSY1
RPL7
DCLRE1C
RBM3
CNTNAP2
FAM220A
METTL13
ADAMTS13
ATP9A
PTMS
EBLN3P
CD200
VANGL2
C2CDh2
MAD1L1
CDH13
SNRPG
ATG16L2
NUDT21
PXN-AS1
SLC7A8
INF77
PPIF
EXOG
MIR632
ELK4
ZC3H15
NPAS1
NCDN
FIBP
SLC25A10
DDRGK1
GALNT4
TUBE1
TRIB2
AGK
RNF213
Clorfh6
SRFBP1
SETD1A
TTC25
FAM136A
TUBGCP4



MYLK-AS1
PKD1P6-NPIPP1
HS2ST1
GPR68
NFS1

ADO
SLC25A36
EIF31
AMPD3
NEYA
SENP5
CCDC15
PGM3
ZNF628
ADAM9
CETN2
SMAD5
SEPT7P2
MIR7107
TIMM23B
ZNF621
GAS2L3
ZNF668
ZNF281
SLC16A13
CARHSP1
ARMC9Y
HSPA1B
SRGAP2
CA5B
SNRNP48
BDP1
C220rf24
POM121C
Cllorf49
MRPL37
SLC35B4
MMS19
GTF3C4
ARFRP1
ARTN
VMO1
ZNF30
VASN
LOC105376736
ATP13A1
CHDH
SRD5A1
DYRK4
ZNF286A
PAQR7



G2E3
MIOS
FAM208B
ZBTB41
EIF3M
EIF2AK2
TKBKB
ELAVL1
TUBB
RPLP1
PRKRIP1
CYHR1
IRF3
T™MCC1
TBC1D7-L0OC100130357
MIR6727
MEX3B
EIF2B3
VAC14
ZMYM3
FOXK2
SNRNP200
DAP3
INOSOE
L0OC100507291
METTL5
NUP62
GOLT1B
CACTIN-AS1
STAUL
RPS7
RPL35A
LMANZ
YBX3
USP39
MIR6831
LOC105369635
TRGQ
TMCO6
SNRPB2
NENF
CORO7
MOCOS
MIR1181
CHKB
MED10
ZNF584
ZNF620
MRPL9
ZNF33B
XRCC1



ZNF670
TNFRSF25
GCN1
PPP2R2A
TRIM73
ZNF282
ERCC3
SPRN
LINCO1184
WDR19
FBX045
PSMB2
IDI2-AS1
PTPRN2
KBTBD2
PTCHZ
ZFP90
SLC15A4
SEMA4D
RABGGTB
ZNF765
S0CS7
CD47
HNRNPD
CCDC51
DCLRE1B
PEX5
GSE1
AATE
RGS12
TKBKAP
HCFC1
BMS1
DNAH1
RPL38
AHSA1
DUSP12
KANSL2
RUFY4
PSMB1
LINCO1176
DEK
ZNF273
MAP3K8
MAP1S
RAB31
LINCO1125
YRDC
SEMA4F
DTX2P1-UPK3BP1-PMS2P11
AGBL3



RINT1
SPATA13
CEP89
SLC26A1
ILKAP
USP11
ZNF526
NUDC
TTC27
MIR7162
Cl4orf37
AP1G2
KARS
POGK
MIR4745
Cl4orf80
NFKBID
SYMPK
CCT8
AASDHPPT
USP37
SRRT
POLR3H
MRPL23
MAGED2
HNRNPH1
TNRC18
ZNF250
LOC100289361
RPL30
ENPP5
MIR378]J
INTS6
RPL3L
SNRPC
GPX7
HN1L
TAF2
CCDC24
PIH1D2
HSD3B7
HDAC7
FHOD1
RNF103-CHMP3
ARMCX3
TRAF2
FZR1
PSMB5
PSMD7
RBM12B
MCUB



TMEM234
C2orfl16
NPRL2
KANK1
UHRF1BP1
SIL1
FAM98A
DCUN1D3
TSPAN9
FBXW8
ARID5A
NUDCD3
PARP10
DIAPH2
MYRF
PPME1
SEPHS1
PSME4
EMG1
SRSF9
GHDC
PINX1
CAPN8
PSTK
ANAPC5
FAM86C1
BSPRY
C8orf44
IFRD1
PPP1R3D
DDX41
MIR3940
TSEN54
SH3GL1
UTP6
NXT2
7ZXDB
FAM78B
FIS1
ZNF565
CCDC167
ALG1
MIR3198-2
MIR3653
REPIN1
ATXN2
WDR31
TPP2
GATC
INTS2
MTDH



TP53
ITGB3BP
ZNF84
ZMYM1
ATP11C
SRPK3
KLF16
RBBP7
RSRC1
LAMP3
BTAF1
NSUN6
XPO1
MOGS
PITPNB
HIGD1B
FCGR2A
COL15A1
N4BP2L2
CCDC183
POLE
ITGB4
MPHOSPH9
ZNF785
CRB2
SAAL1
RGS9BP
CHMP4C
LYRMI
FKBP11
MDN1
RNF44
SLX4
FUT10
SETD5
CDCATL
NSMCE2
L0C101928238
ECM1
TOX3
SEC13
MON1A
ZNF566
PDGFB
EIF3D
DDX54
FAM133B
PROC
SNRPA
ZNF490
AAAS



Cl20rf10
CEP135
Clborf61
RCN2
HMGXB3
TMEM205
FAM210B
BTBD2
GPC4
PCGF1
TALDO1
TTC12
PSMB9
ALGH
PCAT7
PCYOX1L
POP5
NABP2
LMNB1
MSR1
AVEN
TMEM266
ANKRD22
GTPBP6
GTF3C3
HOXD9
LOC101928659
NCBP2
PRR16
RNF8
HAUS2
0TUD3
PGD
RAD1
WDR59
ARHGEF10
SRSF6
ARL5B
RFX7
TCF20
TRMT2B
FGFBP3
PIGQ
ALDH1B1
YWHAG
STT3B
HMGB3
MIER2
NDC1
ZNF680
WDCP



DNAJA1
FANCL
1QCB1
CHCHD2
NR2C1
TIMM44
AGAP9
ILF2
MCTS1
ZFP30
ZNF276
ERI1
ZNF674-AS1
DOHH
ATP13A3
3-Sep
NEU1
ATP13A2
DALRD3
EIF3H
LARP4
TRIM24
METTL2B
LINCO0857
MIR6844
RPL10
RPS11
U2SURP
CHCHD5
TYW5
LOC100130357
CETP
GOLGA6L10
MRPL38
DFFA
STK4
MKS1
TAF1
PRDX2
PIK3R2
TDP1
TFRC
SH3TC1
KMT2B
C21lorfh9
ITPA
LYPLAL
PPP1R32
CD82
MDK
ZNF782



ZNF551
RPL27
RPA3
TMEM204
MZF1-AS1
TMEM189
WDPCP
YARS2
ZNF789
B4GALT2
DCBLD1
LOC100506302
TMEM163
SLC41A3
HOXB9
TRIM2
DENND4B
LINC00622
POLR3F
NR1D1
FKBP9
PM20D2
DGKE
UHRF2
Cllorf45
KIAA1958
ANKRD19P
UQCC2
FBRSL1
PXDN
MIR6886
LOC101927420
HOOK3
Clorf53
PPFIBP1
ZNF574
SHANK1
FAM189B
UBL4A
AGAP4
THAP10
PCDHB10
ABCC11
ANKLE2
STRAP
ZNF295-AS1
ZNF714
L0C102724094
TAF1B
MLH3
SUGT1



RPUSD2
HDHD5
DZANK1
SLC25A19
LOC100130691
INTS4P1
Clorf204
MANF
TFBIM
ZBED8
PFKM
DCAF16
ALS2
ITPR2
CDC123
ERMARD
CEP85
LEKR1
CAPRINZ
KNOP1
YAF2
SLC26A8
MMAB
SEC24B-AS1
SDC4
MSTIR
TCF19
EX0SC6
CSTF2
RAP2A
GTF2E2
MRPL50
SEC23B
MIR4647
TMPO
INFTT7
AATBC
DUSP23
MXRAS8
ABL2
LOC105374952
GCSH
ZNHIT6
ZNF443
BORCS5
ZNF736
GALNT18
SYNCRTP
LSM4
MIR6741
RNF187



RAD9B
ADAM15
CCDC74B
EIF3C
AZIN1
VRK1
LRRC49
UMPS
PCGF2
DPY19L2P3
ADMS
APEX1
SF3A2
RNASEH2C
ACTRT3
CROCCP3
FCHSD1
ZMYM2
CLN6
SELENOI
UQCRHL
CACYBP
FAT1
FAMS86DP
MIR6733
MMP24
POU2F1
TMEM121
PAPD7
LPGAT1
IDH2
TAF1A-AS1
IFT52
MCF2L
PROSER3
RHBDD3
Cb
GMEB2
COX19
SEC14L1P1
FAM207A
MED30
SCN8A
AKAP11
DNAJC9
DIMT1
ENTPD2
CA5BP1
KRI1
MRM2
TYSND1



MTMR1
PRPF3
MMEL1
TCTN2
SDHAF4
CENPT
POLR2H
CNPY2
1QCC
MIR6845
TPST2
CEACAM4
PDK3
LCA5SL
RPL13P5
MDC1
AKAP17A
RAT1
CROCC
EIF4A3
GAR1
MTRF1
Cl7orfhl
INTS6-AS1
COL4A2
DUOX1
PARP6
ALG10
ZNF623
RPL29
SASS6
B3GALNT1
FMNL3
TUBGCP6
FAM110A
UBQLN4
CCDC137
MDM4
ZNF890P
TDRKH
SNRPD1
SAP30
SURF2
CLASRP
PTCD2
CCDC124
TRIT1
RHOT2
FKBP4
RBAK
OCIAD2



SH3RF3
ELK1
KIRREL
Cl5orf4l
SLC41A1
ARMCX5
CCDCT77
LOC101927635
STK26
STOMLZ
USP13
SUPT20H
ZGPAT
ZFP41
SLC39A3
PHF20L1
LOC645513
TOMMZ0
NEDD4
MFGES8
OSBPL8
REX04
BAG4
NNMT
KEAP1
POLR3A
AHR
MIR943
PHF8
SPAG4
RIOX2
DDX49
FAAP100
TMEM17
FAM81A
THAP9-AS1
NARF
ACP1
LSM5
POLN
TCERG1
GBAP1
ZNF597
CBWD1
LRP5
DEF8
SLC39A13
AKAPSL
CDC42EP2
PPP1R2P3
LIN9



FOXN2
MGRN1
UTAT33
PJA1
CDK12
GEMINS
EFHC1
FANCE
CLNS1A
CCDC183-AS1
AP571
LINC01970
HUWE1
TSSK6
MIR3682
LOC100133091
ZNF92
COL16A1
MRPS24
ITGA6
HNRNPA1
EFTUD2
RFT1

HIP1
R3HDM4
PSMC2
CELF5
RPLP2
Cllorfl
PWP1
MED27
JMJD4
WDR73
FAIM
NUPL2
LRRC45
NCAPD2
L0C400499
ZNF517
E2F4
SLC22A1
GNPNAT1
NDC80
RHOBTB1
BICC1
BCL11A
GPR89B
LOC105371824
ZNF48
TSC22D1-AS1
HPS4



0GFOD1
LINCO0888
MIR1244-1
LRRC2
MATN1
QRICHZ
LOC100130370
SLC27A1
ZNF146
MORF4L2
ABCF2
ATXNZL
PAAF1
CARNMT1
SNTN
EEF1AKMT3
ELOA-AS1
WDR13
LYRM4-AS1
ITPRIP
STX10
MNAT1
FAMI11A
RADS4L2
CFAP69
ZDHHC24
SCNN1D
ORC5
PNPO
G3BP1
TIGD2
HSPB9
NAE1
TRF2BP2
1P09
WDR83
KCNC3
ZNF3
LINC00398
ZNF431
MYO19
MAMDC4
LMNTD2
TMCC1-AS1
PRPF19
ZNF32-AS1
CEP95
CNNM3
GPN3
METAP1D
MUTYH



RASGRF2
LRRC58
IL17RD
C1QBP
CMTM2
SYNGR2
LRRC37AGP
SMG9
ALS2CL
UQCC1
LOC105370941
TUT1
PDCD2
TLR2
SPNS1
ADSL
NUP160
LOC102723566
OTULIN
SPIRE1
IRF9
CCDC14
C200rf96
BOLAZB
SMPD4
LOC100506136
NKTR
DHX35
SKIL
COMTD1
LOC100505585
HLCS
RNPS1
UTP23
TMEM267
METRN
SLBP
GVQW2
LPINI
MIR5581
MPV17
CDR2
MROH1
Cl20rf75
INTS1
SFI1
SLC16A10
RPARP-AS1
MAPKAPK3
LETM2
SEMA4C



TOPBP1
TMPO-AS1
GRHLZ
POLR3C
CCDC120
CCDC122
PTPDC1
FAM86C2P
TMEM187
CSAD
DUSP7
QTRT2
CCDC157
HDAC2
USP35
POLE3
GLCE
STPG3
FZD6
WwC1
PNKP
THNSL1
ZNF93
DDX18
TMEM150A
CDKAL1
TMEM200C
PFN4
ZBTB25
DDX28
ABCA2
ZNF770
L0OC105372482
FOLH1
FAIM2
HUS1B
JRK
QSER1
NCKAP5L
EGFLAM
PHB
KLHL25
CNPY3
ZGLP1
SLC29A3
LIG3
RBMX
AXIN1
DHRS13
SLC25A39
AUTS2



TANGO6
DEAF1
ESF1
GPR89A
PELO
TMEMT79
FAM72B
MIR6836
DNAJC10
PAXTP1-AS1
C7orfs0
FOCAD
SUPT3H
ANAPC1P1
MYLK2
MIPEP
RAD51
NUDTS
LINCO01503
ALGIL9P
GRWD1
SMS
MIR621
CCTeB
DCLRE1A
FANCM
BOK
PCBD1
STAMBPL1
FAM221B
RIF1
E2F8
POC5
AGTPBP1
ZNF133
LARP1
HOXA11
Clorf159
ENTPD1-AS1
PXYLP1
MSH6

PNN
CSGALNACT1
GOLGAGL9
MRPL58
GDPD4
LLGL1
GSTO2
PAN2
RBM26-AS1
HSF1



SELENOH
PMPCA
LOC100506098
EEFSEC
CRACRZB
SRGAP3
PI4KAP1
WDR36
SNHG5
DNAJB1
FAM225A
CUL7
SLC29A2
MTG1
MGME1
POMGNT2
ZNFT771
DCST1
RPL7L1
SSB
KLHL3
KIF3A
LOC105371730
GUSBP2
TRPC4AP
LUM
ZNF195
RPL26L1
SUGP2
IPO7
NEURL2
ZNF7
PML
ATRX
CNOT9
UBE2I
MIR614
SMC2
EIF3G
AGAPS
SNRPA1
CYB5B
CHN1
NOX1
LOC653712
RIOK1
UBE2V1
NSMCE1
FXN
TMEM216
PDIA4



PSPC1-AS2
TMEM184B
EPB41L2
TRAK1BP1
FAM161A
ZNF142
TMED1
IFT81
ZWINT
RNF113A
MFSD13A
RHEB
HRAS
NPAS2
ST3GAL1
LOC105372476
POTEE
INPP5E
ILF3
SCRN1
PIGL
SULF2
PSTPIPZ
WEE1
FBX022
LYRM4
CFAP20
TPM4
TESMIN
GPATCHZ
WDR76
DDX39B
RNASEH1
ZNF263
NCOA7
RRP15
HCN3
C10orf10
CCDC3
YIPF2
HERC2P2
METTL3
TPO11-LRRC70
RGS14
CASP4
FAAH2
PPIH
GLMN
ELOC
GID8
HNF1A



UBAC2
TLE2
SNHG19
SH2B2
ANOG6
CCDC’9
ING1
APMAP
MARS2
STOX1
NOTCH4
OGFR
TIA1
ADCY10P1
CENPQ
POMGNT1
CASC2
GHRLOS
PTCD3
TMEM123
GRK2
CRISPLD1
CEP41
CHKB-AS1
RBM19
ZNF587
PFKFB3
TIMMI10
CTD-2201118.1
TRAPPCZL
C2orf50
WDRS
RAB22A
SRSF7
DHX33
ACOT9
ANAPC1
XRN2
NBPF9
PKN3
IFITM4P
PIBF1
DYNLRB1
KBTBD6
FAM86B2
PRPS2
ACLY
RFC5
CRLS1
RPL32P3
MTA1



MAK16
IL17D
SMC4
GPRINI
MAP3K10
STRC
CRYBB2P1
NEK3
FNBP4
TOMM5
TAF4B
Cl6orf95
LRRC14
ZNF215
POLR2]J3
PKN1
LSM14B
SLC2A3
GPX8
MX2
FAM219A
C8orf33
LY6G5B
TMC6
DTX2
NMNATS3
UPF3A
MESD10
TTL
PKP4
COPS6
TMEM237
SACS
NCL
AARSD1
MIB2
YIFIA
TMED3
RASL11B
CATSPER2
RILPL1
YIFIB
ASCC3
CDC16
EPS8L1
FAM91A1
ZNF805
PAK1IP1
UBA6
ZNF202
ZNF267



PPM1G
PDZD8
CLEC4E
ZNF432
POLRMT
EARS2
PLAIA
ZNF486
NOP53-AS1
CAMKK1
GEMIN4
RMI2
LINC02210
CD99P1
BNIP3
FAM19A1
EPSTI1
SNORD14A
HSPBAP1
NCLN
G6PC3
L0C284023
ADGRF4
DNHD1
RPL37
PLAUR
GIGYF1
SEC31B
RPRD1B
HKDC1
L0C283922
RAD51B
INTS8
LOC101927811
RPS4X
RPL18A
GIT1
TAF1C
ASPN
DEST1
C2orf8l1
DICER1-AS1
UBAP2L
SPOUT1
Cllorf72
FLAD1
RPF2
MIS18A
PRMT5
WWOX
NAB1



PTRH2
CAMKMT
GREM1
ACACA
AMDHDZ2
HPRT1
CTNNB1
SET
TBCB
PROCA1
SNRPE
TTLL10
PLP2
MIR3917
AHI1
MOSPD1
CERCAM
C6orf222
UTP18
ZNF335
L0C399900
POLR3D
C8orf37
DACT1
SCAND1
RNASEHZ2B
MIR937
NPDC1
PA2G4
NPIPB14P
TSR1
VWAS-AS1
SLC35C2
HMBS
TULP4
RASAL2
LOC105373378
KLC2
RDH10
IFFO2
RFX3
LY6G5C
NME4
TM9SF4
FAAP20
EBP
CYP51A1
TMEM243
SLC12A9
IFI30
RRP1B



CCSER1
H2AFZ
INOSOB
DPYSL2
PTDSS1
CHID1
IRS1

G6PD
Cdorf46
SLCO3A1
NPPA
ZFP64
RNF216P1
KHDRBS3
MSH2

RPS6
HSPE1-MOB4
ARS]J
ZNF746
MRPL3
DNAJA3
PPIL6
FAM71F2
LAT
CCDC138
ABCC10
LOC171391
KATNB1
RAB11FIP3
RNF126
TSEN15
BRD9

POT1

LSM2
LOC105372233
ROBO1
ZNF449
PKDIL1
PLOD1
NOSIP
LDHB
RNF215
NUP85
Cl6orf9l
RASSF1
USP27X
SAMD12-AS1
SYBU
BCL7A
CMTM1
LOC105370105



FPR1
KANSL1L
PREB
CCDC188
ZMYNDS
TGFB3
PHF20
LOC102723385
PTPN12
L0C101928674
IDH3G
APBA3
TFPI2
ERF
CENPO
FSD1L
ZNF618
TMEM39A
HDHD5-AS1
GET4
SSX21P
CLSTN3
MAP4K4
FAMI71A2
ZBTB39
DANCR
YEATS4
CEP78
MLKL
PTGES2
MRE11
LOC81691
TIGD3
CACNA1C—-AS2
ERICH6B
SEC61A2
ARAP3
CEP131
Cl2orf45
GLRX3
EIF3E
KIAA0319
RBM41
PRPF40B
LINC01347
D2HGDH
MIR6873
CEACAM6
CRYBA4
GCAT
LMLN



COL6A3
UBE20
ODF3B
CARM1
CEP295
KCNMB3
CASP2
COPS7B
ZNF696
BZW2
BCAP31
RAD51D
CDK8
Cl7orf67
GSTCD
NUP43
SAMDS
OLA1
CDC34
GYG2
PIDD1
PMS1
CKAP5
CCTb5
ODF2
PPAN
DLL4
GALR3
LINCO01410
RBMX2
UBAS2
ZNF107
PQBP1
HSPE1
MIR1825
HRAT92
CEP164
PAX8-AS1
PPP1R14B
CCDC34
NABP1
GEMINS
QPCTL
RLN2
LOC100128531
RPS28
SLC38AT
ZNF8
FAM118A
STX18-AS1
PPP4C



LINCO1772
ICAM1
ACYP1
MEIS3
SYCEZ2
FCGR3B
CTPS2
TPRG1
ARHGAP27P1
FZD2

CLK2
SNRNP70
PEX10
LINC01607
CAMSAP1
CCDC18
NHP2

BUB3

NOLS8
PRIM2
MRPL36
POLR2G
ERCC2
ZNF786
LOC101927592
SH2D2A
UBA2
L0C101927446
PRH1-PRR4
ALKBH3-AS1
MRNIP
CFAP61
CYB5R2
GPR75
ZBED6CL
C6orfl
TBL2
SLC39A6
TUBA3D
SNORD59A
SLC43A3
TMEM154
INF717
CCDC28B
BANP
RASAL2-AS1
NUBP2
UBAP2
TMA16
STPG3-AS1
MXD3



DDIT3
SH3D21
DIS3
PPT2-EGFL8
DCTD
PPOX
MTFR1
CPSF3
CEP152
GRK7
PDETA
GADD45GIP1
RFC2
Cl20rf29
TMC1
MYDGF
DLGAP4
TSSC1
SRPK1
IMPDH2
SLX4IP
P3H3
GADD45G
CCNE2
NEKS8
ADM2

EEF2
SYCEIL
NORAD
REX02
RBM14-RBM4
RP9
INSIG1
TER3
SRPRB
ZNF182
TNPO2
PRMT7
R3HDM1
ADCK5
SYNPR-AS1
WRAP73
LINC00649
IDUA
LOC729603
FAM50A
INCENP
DNAJB13
GABBR2
ENO1

GAS8



CDK5RAP3
MIR616
GAPDH
CES4A
TOMM40
ZNF703
SLC1A4
ARGLU1
SPAGS
MVD
NLRC5
DPM1
BCS1L
ZSWIM1
T™MC2
DHX30
CREBZF
CENPL
NT5C3B
LINC00937
DEPDC1
LOC105372419
SSBP1
ATP8B3
NUP35
CELSR2
NMD3
TSPOAP1
L0OC101927204
LINC02159
LOC339666
NIT2
UPF3B
TIMM13
ANKK1
HELB
ZG16B
THOC6
LINCO0839
INHBC
OLFM2
LINCO1771
FBXLS8
THOC3
KYNU

CAPG
CCDC84
SBNO2
TTF2
KIF15
NOTCH1



SPATAS
TMSB15A
EEF2KMT
DGCR6
UBFD1
NOP14
PUF60
KTAA1755
FKBP14
PHF14
CCL4
TASP1
SLCI9B1
POMP
CIQTNF6
STIP1
LOC729867
MIR3685
RPL7A
ASPH
B4GALT7
ANGEL1
LPIN3
PDXDC2P-NPIPB14P
ENKD1
ENTPD6
FUS
DRAM1
PIGU
SMARCA4
FARSA
RCC2
NUP37
SLC1A3
KCNAB2
POP7
POC1A
HS35T1
UCHL3
TUBB1
EVA1B
ARRDC1
NUP93
DRAXIN
GGCT
HK3
UAP1L1
ATF71P2
CHEK2
SGO2
BMS1P5



MIR4649
IFT140
PRPF4
SRD5A3
REXAP
CHD6
TACC3
ANKEF1
TRIM16
CSF3R
LOC730102
TRMT2A
IL17RB
ELOB
SPINZB
DEGS2
FAM151B
ACSS1
PGK1
CUL4A
PIP5KL1
MORC2
XAB2
KIF27
ANKS3

FN1
RSL1D1
SAP25
DPM2
DDX51
HNRNPA1L2
SMARCC1
RPS18
L0C102724323
LOC101929718
MIIP
COL18A1
NAA1S
MEMO1
OBSCN
CCL4L2
XKR6
ATG101
UBN2
ZFAND1
FBXW9
GTF2IRD1P1
LOC105371397
GDF11
ACAP3
CSNK2A2



DXO0
ANOS8
FAM58A
OSBPL10
TAS2R10
TRIM65
PCBP4
ALDH1A3
BBS5
LAMC2
ACTL6A
DPH6
MSTO1
COAl
ZNF200
MRI1
TMEM120B
POLG2
NECTIN1
ZDHHCS8
CNTD1
MIR4758
POLRZD
TCTN1
LINC00638
PDZK1IP1
GOLGASA
RIBC1
ZNF354B
PITPNC1
MIR1257
YEATS2
DFFB
CCT6P3
PPPIRIC
BCL2A1
DARS
ZNF503
CLTCL1
STOML3
LPCAT2
FAM2178B
ADGREZ2
PLPPR4
CHML
MRPL57
FAM83D
NIFK
ZNF205
EIF6
FCGRIA



MSANTD3
RACK1
KLF7
CDC42EP1
IMP4
ZNF792
PLD6
AP4B1-AS1
OGFRP1
MDS2
USP36
LOC101927905
TIPIN
RAETIE
UTP15
LSM8
NOC2L
MALSU1
PAXIP1
LINC00471
FAM183A
MIR6132
CDKL3
THOC2
ICAMS
NRIP3
RPS14
RPL12
ZPR1
WDR5B
CTNNBL1
SESN1
TNFRSF9
MFSD14C
ZNF23
IFT22
NBPF8
RPS19
INTS7
RAPGEF4
BCAN
BTNZ2A3P
VWA1
LINC00562
XRCC3
PSMD14
FBX05
PLXNB1
LINCO01063
NAT6
EP400NL



CECR3
DCPS

BST2
RASAL1
MAP6D1
ZNF343
ANKRD23
ABCA13
GPC1

RPIA
BARD1
LIPM

PES1
NDUFAF8
FBXL19-AS1
SHISAS
LRRC38
EMC8
DNAJC3-AS1
LACTB2
RPGR
KRTCAP3
RPLPO
NAT14
RBM26
CCER2
MFSD3
PFAS
ZNRD1
TMEM262
BMPSA
CKLF-CMTM1
TWISTNB
ACTN1-AS1
BOD1
LINC00605
UNKL

NIP7
AFDN-AS1
DIEXF
TMEM165
OXLD1
E2F6
POLRIA
LOC105370027
ZCCHCT
TBC1D8
PTDSS2
NPIPAS
C1QTNF3—-AMACR
RNF114



MIR4258
ZFC3H1
CFI
PLCH2
TFAP2C
FAM24B
SLC25A14
EEF1E1
BCAS4
GPATCH4
DNM1
B3GALNT2
1QCA1
DONSON
GMPS
RNASEH1-AS1
NEU3
TMEM182
SAMD14
C200rf24
CDK5
BUD23
LINCO1136
GZF1
PIPSL
GPX4
ASAP1
ISLR
NEIL2
AGAP6
LOC100129917
Clorf198
CSPP1
ARHGEF28
C190rfh3
ZDHHC1
DGKZ
SMYD2
PRKAR1B
CCT7
MIR429
LINCO1816
MIP

MURC
E2F3
FBX043
ZNF32-AS2
AARS
GOLT1A
DPY19L3
GPR176



BATAP2
ETV7
RPL35
KCTD13
GPALPP1
ZNF341-AS1
TBC1D31
LBH

NUDT8
ZNF767P
IGFBP7
FITM2
NPIPB15
SIVA1
PATZ1
C9orf142
PDDC1
LINC02166
FBXL2
TCTEX1D2
CENPU
GPR35
SNAPC4
FOXC1
ADNP

SUN3
PRIM1
BORA

ARSI
METTL12
GTF2F2
ZNF572
PLEK2
PCLAF
WDYHV1
LOC101929574
MICB
POLRI1E
PARDEB
GPX1
SNHG21
PRRX2
CDK10
CASTOR2
Clorf3b
LINC01006
OPCML
B3GALT6
LOC102724814
NPM1
NDUFB2-AS1



MIR4453
NUP107
ST6GALNACH
C9orf16
ENOX2
HAVCRIP1
MRTO4
KCNE3
TULP3
DNPH1
ADNP-AS1
UBALD1
LOC100128568
P4HTM
RPL36A
DUS1L
PALB2
SPTY2D1-AS1
LINCO01686
MYL6B
ETS2
ZNF391
DHX37
ANAPCT
LYPD6
TRMU
FLJ45513
MB21D1
DUSP18
TIMM50
TRMT11
DLEUL
PAK6
TBC1D4
METTL22
TEX29
MBTPS2
FAM86JP
CARD11
NEK6

EMD

GSAP
FOXK1
TRMT61A
DNAH6
POM121L9P
POC1B
ABCE1
CCL7
CLCF1
RGL2



CARD9
RBM39
MIR3191
BEND3
TIMM17B
AFMID
KRT18
USP6NL
TGS1
CALU
COLGALT1
C10orf67
POLA2
UTP20
GJA4
ZNF581
PDCD11
PSMG3
AK8
CPOX
LOC728554
ANKRD39
CSNK2A3
WDR3
ZBTB18
TNFRSF4
TGIF1
MIR4326
SLC4A2
L3HYPDH
CD80
ARHGAP11A
SLC19A1
NAA20
TPM3P9
HSPBP1
LINC00441
CFAP65
STK36
PORCN
FAM86B3P
LIG1
FAM72C
LINGO1
PFDN4
PLEKHAS8
NUP188
MTERF3
TAZ
CFAP97
NPIPB4



SYCP2L

DDX43

FAM95C
RAET1G

KNDC1

ZNF514

NEMP1

DYRK3

TUBG1

ZNF761
L0C440700
ABHD2

OSBP2

PLK3

ZNF316

SMIM1

CCT4

ADAMTS9
L0C105372440
LOC100506083
LOC102723692
TBCD

NR2F1

CAPN10

PARP8
PRICKLE3
SCARB1

STK3
LOC102723517
ANKRD10
MRPS2

ERO1A

GPX2

CHAFI1A
NUP205
IMMP2L

ENO3
L0C101929633
TBRG4

ZBTB33

SMIM3

SHC2

LRCH1

ZWILCH

CCT3

NKAPP1
L0C101928464
MIR5090
DCUN1D2

PLK4

CABLESZ2



RPUSD4
TMEM241
RGMB—-AS1
PIWIL4
PLCB1
SNHG9
MAPK8IP3
KIF20B
CENPK
SRXN1
SSBP4
PSD2
RPL13
NPIPB11
RASGRF1
MANEA-AS1
RAB26
FAM122B
FUTS8
TDRD5
TRIM27
MIR24-2
RNF219
CHST1
TBC1D24
NUDT14
PLA2G16
LINCO1138
PUS7L
ZHX1-C8orf76
MRPL4
Cl2o0rf66
PACSIN3
L0C102724009
RPS3
SH3PXD2B
FAM84B
APBA2
ATR
HDAC10
GUK1
NONO
L0OC285095
ARMC6
LOC105370681
ALYREF
CLHC1
MSL3P1
CSTF1
SP2-AS1
MIR6758



FAM120C
AMOTL2
PNPT1
ACP6
LRRC20
0IP5
MARCKSL1
TBXAS1
EIF283
MCM6
TIMMBA
RPL18
Cl50rf62
Cl20rf73
CBWD5
POLB
MIR484
MASTL
PPM1]J
C1QTNF1
GOS2
LOC728084
P3H4
UBL4B
TBX3
FOXD4L1
ACSL4
TRABD
RNF148
TIMELESS
JMJD7-PLA2G4B
ATP7B
ANTXR1
ADAM19
LOC105371814
PHF6
FPR2
CLUHP3
NMRAL1
BIK
SLC39A4
HCG25
KLHLI1
ICA1
MCM3AP-AS1
MIR7705
ZRANB3
RABEPK
AP1S1
DPH2
LUCTL



OSER1
GNA1b5
CABP4
WDR35
PTCD1
ALDOC
RANBP1
ATIC
RNF207
EX0SC3
MRPS23
IL5
NUP155
GINS3
DPY19L1
DDX47
IL27RA
CLDN12
PGP
SNX10
LOXL1
RNF219-AS1
ZNF587B
EIF4A1
LOC100131347
1FI144
SLC19A2
DCAF15
MNX1
FSCN2
KCNQ1
ADAMTS4
TMEM185B
CCL18
Clorf109
MIR3677
HEYL
RPN2
HOXB-AS3
SMAD6
NUP58
NOC4L
BRAT1
ESC02
AHSA2
MIR1254-1
MAGOHB
TRMT6
PUSL1
ZNF783
RAB3D



FEN1
HSD17B7
ARHGAP4
HENMT1
ULK4
ZC318
NBPF15
PGAM5
CD1A
TUBGCP3
LOC105372493
SAC3D1
FTCDNL1
SYCP2
TMEM41A
EHMT2
CEP83
ANKRD16
POLRZL
CCNJ
POUSF1P3
CDC7
RCCD1
Cllorf9s
FAM225B
FBF1
SLC16A4
FAMS3H
H2AFX
SDF2L1
GGH
CELSR3-AS1
MIR6838
TPD52L2
TRIMIL7
CPSF4
FAM216A
TTLL3
WDR34
ZNF251
FAM221A
PBK
ATXNTL2
SNORD7
GBP6
TGM1
MIR6808
PAN3
LINC00449
CCDC170
ZNF525



RNF24
ZNHIT2
ZNRD1ASP
CLCN7
LOC150776
LOC101929657
9-Mar
PSMC31P
MKI67
SNRPD2
FBX044
P4HA1
TAMM41
USPL1
PAM16
C2CD4D
EBPL
ASXL1
CBWD6
DRC1
ARMC10
GNL3
HOXB3
MSC
FLJ33534
CLECI11A
RBCK1
ORC1
TTPAL
MATN1-AS1
CHORDC1
TMTC4
LPARZ
MLST8
TFDP1
ASIC3
ANKZF1
RTKNZ2
CCT2
SSSCA1
CACNALE
RBM44
ZNF185
SPRY4
FDXR
WDHD1
LENGS8
KRTAP5-10
WDR12
CHRNAS
TMEM231



CCNL2
ARL61P4
ALG3
NAP1L1
TRMT112
C6orfl41
SF3B3
NAA16
LOC148709
ACSBG2
SSUH2
0STCP1
LOC100507487
AP3M2
CCNI2
LINC00240
AMMECR1
TXLNG
ATP6V1F
DIO3
0AS3
PLXDC1
TAF7L
BRIX1
BLM
PDCD5
PRKACG
FUT7
IGFBP2
TSNARE1
LOC105376430
CERS6-AS1
CENPM
ALKBH6
RPL23P8
DLK2
PRPF6
NTN5
Cdorfa7
CXXC4
AGO2
CAPNS2
IMPG1
ELOVL5
PNO1
CXorf6h
PEMT
RPS16
SPDL1
LINCO1126
RCL1



RDM1
SNHG8
ST3GAL2
DDX10
TCHH

SHC3
TARBP2
NOL3
EIF282
STX16
ENTHD1
FANCG
TMEM201
LINC00282
POLR3E
SAMD15
C19orf71
OSCAR
CCDC57
LOC100134368
ACTRS
LMBR1
ESPL1
DUS4L
EEF1AKMT1
ANKRD13D
ASPSCR1
ARSE
FAM156A
ZNF252P-AS1
SLC25A15
SLC25A32
WDR75
ZNF337
SGK494
ACVR2B
DDX56
CCNB2
KMT5C
PTGER1
SPICE1
COL24A1
CEP250
DGKH
AMER1
INO80OB-WBP1
SS18L1
LOC652276
CXCL16
CENPJ
ZNF497



TBX6
MRPS34
FAM19A3
THUMPD3-AS1
SEMA5SB
GINS2
DPH7
YTHDF1
PSMG1
LOC389641
WDR18
THUMPDZ
NTM
GNB3
MRPS12
RPL36
PNPLA1
MIR3178
DNMT 1
CPZ
MIR3164
CKS1B
ERGIC3
LHX4-AS1
BICDL1
UFSP1
LOC100506127
DNAH17
PRPS1
TCF3
KRT19P2
HSD17B10
GRB10
MIR4329
TUBA4A
ZNF117
SCML2
NAT10
ZNF26
TMEM190
DISP3
MIR4754
CCDC73
LOC400927—CSNK1E
0AS2
ARFGEF3
MCM5
COL9A2
HTR1B
PVR

GLA



HAR1B
QPCT
EPDR1
MRPS26
URB1

SKA1
RANGAP1
TCOF1
CbH24
RPYP

PKM
LOC100288637
MAPK12
LINC00299
ZMIZ2
ABLIM2
ENOPH1
PDP1
KDM1A
POLR1D
ZNF473
MIR924HG
L0OC105374989
ZDHHC11
L0C145694
CDK5RAP1
MIR196B
E4F1
TTLLZ
NPHP4
C220rf29
PODXL
CAPS
COL26A1
LINCO0174
ATPEV1E2
C19orf24
COLEC10
CBX3
LIMK1
ZNF598
RAN
ANKMY 1
ANKS6
APOC1
SKP2
KTAA0907
TMEM9
EX0SC8
LINCO0115
CENPW



PTGS2
POLA1
RAD18
PLK2
ERV3-1
CABYR
OR10V2P
VPS37D
PPILI
MIR1539
SMYD5
LRP11
FAMI111B
YAE1D1
C4BPB
SLC22A20
FOXREDZ
NSUN5
NOM1
FARP1
KNL1
PCMTD2
NTNG2
KNSTRN
NOP16
PPA1
CCDC154
MCM3
ZNF749
ALCAM
CAGEL
RFC4
RNF133
LOXHD1
IL1RAP
ARHGAP33
MYBBP1A
EPHAL
IRS2
ZNF511
TEX30
LINC01068
LOC107984660
CXXC5
NOP58
NRN1
METOC
AGTRAP
NAA25
DKK2
DLGAP5



LOC105371849
CD320
KDELR3
PLAG1
FZD10-AS1
CLCNb5
LFNG
KRT36
FCRLB
RNF157-AS1
HAUS6
NCAPG
NEBL-AS1
CTLA4
CCDC40
CCSAP
NR2C2AP
ARHGAP39
L0C401286
HEATR1

SHB
POC1B-GALNT4
MCMDC2
TELO2
FMNL2
STAG3L5P-PVRIG2P-PILRB
LINCO1775
TTC34
MEST

SHF
RASGRF2-AS1
NOLC1
Cllorfl6
BRICD5
SYNDIG1
SOD3
DDX27
LTB4R2
FANCD2
CENPP
PRR22
C2orflb
00SP1
CARS2
FAM166A
POLE2
CPSF4L
LRRC69
PITRM1-AS1
SND1
MIR27A



NFXL1
PUM3
SLC25A6
MPG
LINC00634
CHD7
C8orf34
PDGFRB
SUSD3
NOC3L
TEX10
RACGAP1
DSN1
THOP1
ZNF367
RFWD3
CATSPER1
GGNBP1
ASF1B
FAM96B
PROSER2-AS1
IL411
RHBDF1
MGC12916
PTGES
GTPBP4
TBL3
BID
ACRV1
SFXN3
TRIM46
LOC574538
LOC730101
SLC3A2
HSF2BP
MTG2
CDCAS
RBM11
1P05
MIR26B
UNQ6494
LPCAT1
MIR3186
NID2
CDKN3
GRAMD2
FPGS
RCN3
LMOD3
ARHGEF38
MIR4292



LINC01933
MIR6849
CDC25A
SYN3
DDX55
AMPD2
FAM173A
TRIM28
FGF4
HOXB4
SETD6
DLX5
GTPBP3
SLC2A8
CD46
CCT6A
GPR180
MGATS
GARS
HSPD1
FCN3
BCL2L12
EME2
RCC1
SLC22A14
LMCD1
FLJ41278
MCM4
XP04
MGAT4EP
C200rf196
TSEN2
FOXP4
ADRM1
TMEM67
RPP40
VARS
PPRC1
PLA2G4C-AS1
TKT

FMO3
INTS13
WHRN
ATAT1
0DC1
CCDC189
RPUSD1
GS1-124K5. 4
PTTG1
KIF9
MIR1178



SPC25
ADAMTS7
NCAPD3
IGFBP3
PROCR
BRIP1
SNRPF
LINC00619
DNAJC2
CCND2
MORN3
CFB
1ZUM04
KTAAO895L
MPIG6B
KCNES
PLPP2
TPGS1
MIR92B
KPNA2
FBX016
PCDHGBZ
TTK

NHS
LONP1
HYAL2
RPS15
LINCO1719
NAT9
EFCAB10
HELZ2
ADA
ZDHHCY
CCNBI1TIP1
PRSS35
HTRIF
PCID2
PMS2P3
PASK
FBXL6
DNAAF5
L0C102724301
CDC20
ALG1L2
LASIL
RBM28
HACD3
RLIM
BHLHE40
GAL
DPP7



MIR6805
FHAD1
XP05
CIRL-AS1
SH3BP4
PRKDC
LTBP2
EIF3B
PCNA
NSDHL
IL13RA2
UGT1A6
HSD17B7P2
L0C101929240
DTD1

1P0O4
RAB40A
STK32C
PLEKHG5
GRPEL2
TNFRSF10A
ZGRF1
DPCD

MPO
LRP5L
Cl4orf79
SLFNL1
SNRPB
MCMS8
MIR718
TAS2R5
LREN4
CLDN6
MIR4784
ELN
ARHGEF39
CDC25C
INPP5D
CTSH

RRP1
AGAP2-AS1
SPRY4-1T1
SMG1P1
TLCD1
NOL6
MIR6850
L0C102724589
NCAPH
TMEM147
CDR2L
ALPK2



C160rf46
L0C101929523
PRMT3
LINC01342
TPD52L1
DDX11
ZNF593
DCAF13
RNF208
TRPMS8
ZNF280B
DDX31
NUDT1
MFSD2B
REFX3-AS1
PLS3
MIR3613
L0C101929464
SLC52A2
PRRT3-AS1
ME1
FAM167A
MIR4635
DOCK6
DDX39A
PHF19
ARVCF
DBF4
LINCO0866
MOK
ADAMTSLS
CD164L2
KCNS1
NUTF2
LYAR
GCC2-AS1
LINC01638
UBTD1
ROMO1
ZFHX2-AS1
USP31
MID1IP1
PARVB
TL1RL2
RHOD
PAICS
ZNF485
CLCN1
POLR3K
LIPG
CCDC168



SUV39H2
HOXB6
TM4SF19-AS1
CRIPAK
NUSAP1
RINI
TP53RK
L0OC105369302
ERICH6
TARS
ABCC1
PCAT6
POLRIB
LAGE3
MOCS3
FAM71E1
RRP7BP
BTBD11
FSTL4
MXRAS
PXT1
0TUDEB
LOC105378668
TTLL4
AOC2
EEPD1
CLSPN
AMIGO3
KIF24
LINCO1664
PRR11
LINCO01235
EX0SC2
AFG3L1P
LRRNI
MANEAL
SGO1
INSRR
GREB1
ZNF37BP
QPRT
MIR1247
HGH1
PFDN2
SDCCAG3
MIR6516
RCBTB1
SLC25A22
BRCA1
SMTNL1
FAM60A



LRIT3

CBS

CDCAZ
CHAF1B
TRIM31-AS1
LOC105373958
EXOSC7
LOC388813
DNLZ
ALGIL
HAUS7
FNDC1
SMYD3
KIFC1

LOX
LRRC37A3
LOC100507600
HGFAC
L0C644656
HDAC2-AS2
PCEDIA
LRRC10B
L0C101929524
XPNPEP3
TTCI9B
RIBC2
Cl7orf47
SMG7-AS1
TTI1

NFATS
ZMIZ1-AS1
KYAT1
FADS3
MIR6753
COL5A3
ZNF579
HSPA4L
SLFNL1-AS1
ACD
SLC11A2
CTPS1

WES1

TGDS
PTPN13
L0OC100128494
ZNF860
CCL3

DRD4
CENPH
RADSI1AP1
DEPDC1B



KRT39

DTL

POLD1
ABCB6
NUTM2G
UBAC2-AS1
TMASF1
DUSP2
LINC00540
OGFR-AS1
FAM178B
CENPE
ZNF841
TM7SF2
ATP2A1
PLSCR3
STAM-AS1
PLCG1
LINCO01287
ARHGAPS
DUSP10
RDH12
FIGNL1
HS1BP3-1T1
BUB1B
SEC16B
RTKN
AGRN
HUNK
MIR4653
LINC00893
L0OC100288181
MIR4639
CBWD3
LOC100507406
CLPB
TOP2A
LINC01545
CNN2
SLC7A1
SPATA17
0GT
L0C100129215
LRRC34
KDELC1
LAPTM4B
LENG8-AS1
SPIN3
MCOLN3
SLC30A2
MIR4722



APLF
KNTC1
DKFZp686K1684
FCGR3A
MIR1304
KLF1
LRP3
Clorf112
OR51E1
AGAP3
GOLGA2P7
DARS-AS1
B3GNT4
MMP14
EPHB2
PCDH17
GPR4
PROSER1
CD276
DDX21
ZFP69B
MIR200B
CCDCT4A
SLC1A7
POLR1C
MRPL17
PLAGL2
TCFL5
DDX11-AS1
CTUZ2
MIR7108
ISYNAT
MMP17
CENPF
TRIM59
RRS1
NUFIP1
DBF4B
TNNC2
CECR2
FAM186B
ATAD3A
CTAGETP
LOC105371049
CCDC86
LRRC61
AADAT
STMN3
RNF144A-AS1
KLHL7-AS1
PRC1



HMMR

MZF1
TBC1D16
NTN3

HM13

CCL20
FAMS3A
UBXN11
LINCO1569
C9

PDRG1
NEIL3
FNDC10
FOXJ1

HPDL
SLC22A13
L0OC104968399
MINDY4
TARBP1
FTSJ1
TUBAS8

GSG2
MIRLET7DHG
ABHD14A-ACY1
GNL3L
PARPBP
MACROD1
MIR4664
SLC12A8
LINC00567
UGGT2
CHURC1-FNTB
CITED4
MIR200A
LINC00628
CHCHD6
PYCARD-AS1
PPP1R35
BNIPL
PLXNA3
ZBED2
ZNF697

FBL

KIFC3
CMTM7
L0C101929054
ATADS
GPR19
ADCY3
THEM6
SLC29A1



MRPL55
L0C101928303
FLJ21408
MST2
Cl20rfh0
WNT3A
SLC1A5
LOC101559451
KIF21B
C19o0rf60
COCH
ATAD3B
RUVBLZ2
SPC24
PNMA2
CCDC33
RPS5
GPR157
BACE2
PCDHB14
ARHGEF19
STIL
TRAIP
KIFC2
LRRC6
TEKT4
SEZ6L2
BATF
TEX22
PARDGA
SCARF2
HAUS5S
AURKB
TMEM89
ARID3C
GINS4
ZNF850
KTAA1524
CDH6
SPATA33
RSPH10B2
CMTM8
WDR43
KCTD14
ATP5L2
RELT
WEDC3
GCNA
RPL13AP6
TAL2
SERPINEZ2



TGIF2-C200rf24
SLC9B2
MROH5
UTP4
UBD
NPRL3
MYO7A
LOC155060
QTRT1
APOC1P1
MIR6832
CYTOR
RBBPSNL
TENM4
TBC1D30
OR7A5
SERPINE3
TREX2
SNHG12
SNHG11
NPIPB13
VASH2
DUS3L
RRH
CENPN
CD1B
SPATA25
PSRC1
LINCO0173
NTMT1
NKRF
LOC100507144
EIF5A2
RGL3
VSIG1
FRMPD3
SDR16C5
RBL1
MTFR2
NCR3LG1
GNMT
MIR4712
YDJC
SNHG7
UBE3D
URB2
SLC43A1
L0C101929076
PIMREG
PRDX4
NOP2



TSP02
L0C101929709
OR2B6
LINC00176
LINC00365
SLC22A15
ANO9
TXNRD3
ADAMTS14
TMEM215
KCNIP2-AS1
SYTL1
MIR3176
F2R
C200rf27
NPEPL1
ASPM
C6orf48
ADAMS
IL17F
SLC6A1
GPC2
C9orf43
LOC105371083
IL1B
MIR7114
L0C101930094
CTTNBP2
IFRD2
SH2D4B
MND1
HIST2H2BC
MAD2L2
P3H1

ANO1
LOC254896
PIK3IP1-AS1
METTL1
WDR74

RAE1

RFX4
DCUN1D5
SUV39H1
GRINA
CAPN10-AS1
ANKRD1
LMF1-AS1
QS0X2
LINC00244
LRP4
IBA57-AS1



ZNF74
LINCO0853
POLR2I
NBEAL2
CDK4
POLD2
CYP4F3
TSPANS
ATRIP
CTSV
T™MCO2
LINC01600
DTNB
COL4A1
LOC105369739
PCNX2
FAM72A
TL36G
WDR54
ALKBH2
ZNF878
SMOC2
BUB1
FOXM1
S1PR5
SMG1P7
CYP251
KIF2C
GPSM2
KTAA1024
PTPRVP
TMEM52
NFE2
GTSEL
PRSS50
STAG3L5P
TNFRSF10B
LINC00571
XPOT
KIF18A
SLC25A29
LINCO1561
E2F5
KRTAP5-2
L0OC283194
FBXW4P1
TMEM145
ZNF337-AS1
VMAZ1
ZFPM1
MZT1



RRP12
CKAP2L
HYAL3
RAC3
LINC01993
TONSL
LOC100506403
CSF3
APOLD1
KIF23
HTRA3
TGFB2-AS1
UTP14A
Cl7orf53
NUDCD1
RPS10-NUDT3
TL20RA
1QCH
FSTL3
TCTE3
CTRL
PPPIR13L
GPR78
HMGA1
ABHD1
DHX34
TMEM161A
WTAPP1
PCP2
MIR5001
ZMYND19
FAM53A
DCDC2C
SPIN4
ITGBS8
UBE2T
DNTTIP1
BICD1
SKAP1
NLE1
LINC01869
POLQ
NACAP1
SLCIA5
CMSS1
ZNF541
MOXD2P
RAB15
CENPA
HMGAZ
FALEC



YY2

DCLK3
NCAPG2
FGFR4
C10orf35
FERMT1
ACTR3B
TAF1A
MOV10L1
NEK2
PSMA7
LINCO0867
FANCI
SEMA3F
RNF139-AS1
SLC25A27
SSC4D
SGIP1
LIN28A
FAM92A
CDH15
MEX3D
GUCA1A
CBFB
TNFRSF19
DNA2
LOC100506691
SNORD6
LOC105375614
POP1
LPAL2
STXBP1
L0C440028
LOC100288175
DSCR9
PSPH
SYCE3
HS3ST3A1
MIR1292
LENEP
WBSCR27
LINC01376
MINCR
PSMG4
CATIP-AS1
METTL26
EZH2

GMPR
RNF39
SLC35E4
ANAPC11



SHCBP1
BIRCS
SIGMAR1
MMS22L
SLN
CSE1L
ISM1
VEGFA
POMK
NKILA
ZMYND15
DDIT4
RUVBL1
LYG1
RNF32
TNFAIP6
DBX1
1QUB
TSTA3
KIF4A
SERPINH1
NANP
PKD2L2
SLC2A1-AS1
FBX039
GAS5
PGAM1P5
NME1-NME2
Cllorf65
CDKL4
PRR4
KCNRG
MIR6875
SNHG16
ARFGAP1
NOB1
ASNS
1L13
ITGAX
XKR5
PLOD3
MIR1908
PLA2G4D
EIF4EBP1
LOC105370868
GJB3
LTB4R
LINC00114
MELK
TMEM63A
SLC7A6



ARPC4-TTLL3
PERP
ADGRG1
MCM7

ASIP

Ch44
CDCAS
CEBPB
L0C343052
FAM169A
KLHL29
LOC101928858
RPGRIP1L
MIR4677
INHBE
KAT2A
MIR15A
CDCA3
MAD2L1
WDR27

RPS2
LINCO01012
RAD54L
TTLLY
SPNS3
DEPDC1-AS1
NTHL1
LRRC46
CDK1

LCNL1
NUP210
LINCO1814
L0C100129484
S0X12
POSTN
SQLE

ADAT2
WDR77
DNMT3B
TRMT1
LOC100506885
CFAP43

SCX
L0C101928035
CKS2
SPATA6L
CYP4F35P
TRAPPCS
TMEM238
LINCO1152
POT1-AS1



Chorf34
TMEM178B
MTHFD2
L0C101927272
PDF

PROZ
LOC105371084
ECE2

SNHG3

CCNB1

ANKFN1
L0C101928402
PLA2G4B
GRIN3B

BTNL9
LOC100506082
WFDC21P
L0C101929224
LINCO1762
JADE3
LOC101927762
MIR3606

RRM2

GABRB1
TM4SF1-AS1
LINC00589
OXGR1

DHCR7

SRRM5
MIR664B
TRAP1
LOC100132813
NPM2

AMZ1

ANGPT2
LOC101927620
LINC01273
NSUN5P2
TMEM198
SAMD10
FAM72D

AANAT

RIPKZ

GPCPD1
SLC4A8
MIR203A
SCUBE3

RRP9

ARMC2

CKAP2

PRORY



HSPH1
CDRT1
CYP39A1
TDO2

BYSL

TWNK

CDC6
SPON2
RPS6KL1
GAPLINC
L0C101928525
LOC100996720
RFPL4B
ZNF692
TNFSF4
CCDC63
ETV5
TRAFS
NELFCD
MIR3142HG
LINC00880
KCNK16
DCAF4L1
KTAA0895
TICRR
LINCO1252
FZD3
TERB1
CASC11
PLEKHB1
DLX2
DNAH10
EFNA3
CCNE1
FBXL16
MCM2
CCL3L3
DYX1C1
SCART1
NAA1O
FAM19A5
HELLS
EX01
SHMT2
KIF20A
RITAD1
METTL21EP
INE1
ZSWIM4
EX0SCh
ZNF705A



FCHO1
BAMBI
LINC00525
LOC107986453
LOC729652
DAPL1
PLXNA1
LINC00106
ART5H
ZMYND10
L0C101928295
PHKA1
TMEM206
CDCA4
CALML6
FANCA
MIR6847
AEN
TNFSF15
CAPN14
SLC25A31
LOC101928100
AKNAD1
FAM57A
RPL13AP5
ANXA3
LYPD6B
PODXL2
SLC22A2
AP1S3
PHLDA2
LINC00323
ANKRD61
SNORD91A
MIR5587
CACNA1D
C3orf67
IGEN1
PRC1-AS1
LSM7

CAD
LINC01258
PPP2R3B
BID1
PLCB4
CEP55
MIR589
RHBDF2
UMODL1
TRPV5
LOC400794



WDR24
HIGDZB
LRRC73
TTLL10-AS1
LOC100131315
GPR84
TMEM97
CCDC175
TFAP4
ADGRF2
C2
P2
PDCD2L
LINC01759
ANP32AP1
SLC9A7
TRAKZ
KCNN4
FAM27E3
GRAMD1A
PRSS53
Cllorf84
LINC00630
MIR6814
PIF1
EPHA1-AS1
B3GNTL1
CD55
PCSK4
GCKR
NXT1
RNVU1-3
1-Dec
KRT81
CCNF
KLHL32
ATADZ
MPP3
NME1
PPFIA4
RNASEH2A
BTBD19
FOXP3
RBM12B-AS1
NUF2
NOTCH3
POC1B-AS1
IL17A
MIR4435-2HG
CDCA7
SNORD83A



SCLY

THY1

CBX4
URAHP
RBPMS-AS1
SPRED3
LOC730668
MIR1914
WNT5HA
LINC00954
LOC100506606
DIAPH3
SRD5A2
RNASE7
HJURP
FGF17
SYTS8
TNFSF11
ZNF280C
SRM
GOLGASB
MORC4
LOC102723373
FASN

TFF1

BDNF

S0X4
NTF4
TAF1L
CHSY3
TSPOAP1-AS1
FRMD5
NOD2

PUS1
ITGA2
CPLX1
OLFML2B
UBE2Q1-AS1
AMBP
GALK1
PPAT
LRP1-AS
WDR4
SLC12A2
LINC00239
PLEKHS1
UBOX5-AS1
CFAP74
ACMSD
TMEM158
SPEF1



NDP

PLK1
MIR641
PDIAZ
LOC107986266
LINC01968
MYH7B

IFI6
LOC102723322
LHB

CNGB3
GNRHZ
MIR1249
KIF12
ZNF121
MIR499A
H3F3C
RNFT2
FOXD4
C4orf48
PUS7
MIR4763
ENGASE
GPT2
SLCHA2
LINC00885
RNF151
MYT1

USH2A
MIR6819
HOXC-AS3
ATP2A1-AS1
L0C105369205
CTU1
ANKRD18A
ARL9
TMEM191A
RGS20
ACTL7B
CLIC3
IFITM3
CNIH3

NPM3
UPK3A
PHGDH
LOC101927189
GNB1L
L0C101059948
OVGP1
MHENCR
PMFBP1



LINC01558
PRRX1
L0C102724434
AGRP
MIR4761
LOC105376557
RCOR2
DLEU7
CATIP
SMG1P6
SPARC
CLCN4
GTF3A
TTC9
PRMT1
TTYH3
NUP62CL
COL9A1
MRGBP
GUCY1B2
Clorf234
MRPS31P5
CCDC114
PRAME
CDT1
CFAPT3
FBXW12
MIR25
TREMZ
SYT12
EME1

RTP3
PLEKHASP1
SLC34A1
LRRC74A
0TOG
DNAH14
CDC45
TUBB3
PHACTR3
ZNF239
FCAR
LOC107985075
MCM10
LINCO01914
LOC105373191
MEGF6
TBX18
SLC6A14
MIR6772
SPNS2



DPF1
ELFN1
MPP4
TOMM34
FGF18
TIGD4
CCND1
REM2
KIF14
SYT7
MIR6821
KCNAT
CENPI
ODF3L2
JMJD7
MTBP
PPTAL4A
AREG
CFAP46
KCP
LIMEL
VCAN
COL6A6
TOPIMT
RANBP17
MFSD12
PPMIN
SERPINF2
KCNK15
RHEBL1
TMEM160
EWSAT1
MIR148A
TPX2
MIR33B
ACTL10
LINC01910
BECN2
KIAA1210
SNORD36C
RTN4R
SNORD100
AKR1E2
LGALS7
SLC2A1
MIR6835
MST1
Cl160rf59
PLA2G4E
SCML1
C8orf37-AS1



LINCO1132
PMEPA1

CABA

DGCR5

BCAR4
L0C101929626
CCDC85B
BCYRN1
ATP6V1B1
MIR6510
TRPM2
L0C101929536
LRRC2-AS1
LINC01270
SP6

NRCAM

UBE2S
L0C101929634
S100A11
FOXA2
JARID2-AS1
COL5A1
L0C101927394
RFC3

JPH1

HOXC9

FZD9
LOC101927476
SYNE4

OOEP

CD3EAP
MED4-AS1
CARMIL3
IFITI1B
DUSP14
L0C440311
LINC01460
EDNRA

CBX8

SNHG1

POLR3G
NSUN5P1
LINCO1315
LOC105370623
KIF18B

AGBL4
ANKRD36B
ALPK3
C9orf116
MYLPF

IDI2



CFAP45
TERT
PTPRU
FADS2
XIRP1
EVPL
VTRNA1-3
CATSPER4
LOC100506085
LZTS1
MIR1182
FBXL13
TRNP1
RPS21
KCNJ14
NPBWR1
COL1A2
ELFN2
TEX41
MIR4768
RAD54B
PYCRL
L0C400684
MPC1L
TTC26
DGAT2
CSNKIAIL
RUBCNL
SNORASC
PMCH
MYBPH
DSCC1
RHBDL1
PAFAH1B3
SNORD63
LINC02036
TROAP
WDR90
PDPN
MIR6840
APOC4
AKAP14
ECT2
RPL22L1
NT5DC2
GRM2
CPXM1
DCDC2
SMOC1
LRP4-AS1
CHACI



PODNL1
FREM1
LVCATS8
LINC00184
CLEC6A
COL22A1
HAPLN3
CPNE9
DCDC5
ZBTB12
L3MBTL1
FAM222A
HCN1
CCDC192
ASIC1
IFITM1
ACPT
PTPRO
TERSL
0TUB2
SLC6A3
PLAC1
CYP2F1
LOC105372240
CSMD2
ERCC6L
ODAM
HECW1
L0C105369332
GALNT6
CCDC150
TUSC8
GRB7
FOXS1
LINC-PINT
PRL

LIF
SNAT1
FAM155B
DDIAS
OPRD1
TAAR3P
NMB
MYO3B
KRT18P55
STX16-NPEPL1
ANKRD31
SLC16A8
RBP1
TMEM52B
MIR3183



APOL5
KLHL31
OSBPL3
KCTD16
Cllorf87
HLA-L
ADAMTSL2
EYA1

ESPNP
PRR5-ARHGAPS
CCDC113
LRRC15
EGR4

GINS1

CHPF
LINC02097
TMEM255B
AQP6
MGC20647
TRIM7
HECW2
PYCR1
MIR3198-1
TMEM147-AS1
SERPINE1
LOC101927604
ZNF670-ZNF695
KLHL17
UNC5CL
PALM2-AKAP2
HAMP

PITX1

MC1R

SBSN
PRODHZ2
LINC01007
ECEL1
SNORD124
ALDH4A1
DNAH12
STX1A
ZFAS1
BRCA2
FSCN1
PMAIP1
SLCHA6
ORC6
ERVMER34-1
SKA3
C2CD4B
LINC02126



ZNRF3
L0C441178
PCDHB9Y
SLC22A10
PPP1R27
TCF7
CXCL2
L0C101928075
PRMT5-AS1
LOC100505478
LINCO1747
LINCO1572
E2F7
TBC1D29
PAX2

ENC1
OBP2A
SNORD93
LDLRAD3
LYPD3
LOXL2
LSAMP-AS1
OLAH
NPIPB5
COL5A2
LGR6
SNHG15
CASC8

ZP3

LRP2
SNORD99
LINCO0311
MIR324
WDR62
E2F1
MIR7112
C190rf48
RHPN1-AS1
ILIRN
SBK1

PBX4

F12

HTRA4
SLX1A
LINCO1426
MYC

PRR19
MNX1-AS1
CPNE1
GZMB
LOC105371795



TSACC
SLC22A3
UCN

MYBPC3
CEP72

TGIF2
SMARCA5-AS1
LINC02182
MIR647
SRCIN1
KRT40
LOC105371184
TWIST1
CDH11

FBX02
RPLPOP2
CASC15
KCTD19
LOC100506071
SLC39A10
SNORD1B
LDLRAD1
LINCO01649
S100A5
CHTF18

LCN1
ALMS1-1IT1
LOC105376468
PRELID3A
SLC2A12
FBX041
RNF224
S0X9

BRDT
NECTIN4
RSPH14
JAG2
L0C101929516
ZNF695
NR5A1

SYNPR

HSF4
MIR6719
SLC24A2
BMP4
KIAA2012
SLC16A1-AS1
1QGAP3
COL8A1
TRPV4
BFSP1



LINC01091
PYDC1
PTPRG-AS1
MIR548AA1
THEG
NPIPA3
F2RL2
SLCO5A1
XKR9
MIR6761
TNNT2
KRT42P
CDH7
FAM83C-AS1
UBE2C
MELTF
LINCO1186
SNORD60
AUNIP
VTCN1
ZNF469
MPP6

ANLN
COL27A1
L0C105369340
USP41
LAMAS—-AS1
UBE2NL
KCNJ11
DNAAF3
IFITM2
LINCO1271
BEAN1
DMKN
PKMYT1
HOMER1
BIVM-ERCC5
ANKRD18B
PROX1
PLS3-AS1
MELTF-AS1
L0OC101927040
DENND5B-AS1
CCDC148
SCD

RAB36
ORZAE1
LINC00346
KCNJ15
ZNF114
SAPCD2



NOX01
C1QL4
GBP7
MIR1276
CELP
XRCC2
RTEL1-TNFRSF6B
MIR6891
SLC27A5
SAPCD1
SIGLEC15
SNORD42B
FOCAD-AS1
PAQR4
GTF3C2-AS1
L0C541473
SNORD51
UPK1A-AS1
MROH6
ANKRD36
RTP2
TIMP1
LAIR2
PCAT1
SNORD101
FANCB
MIR6859-1
CCL24
CREG2
HHLA1
HES6
GCNT7
PPP2R2C
TTLL8
SIX3
SNORAS5
GSC

RPEL1
LMTK3
CYP27B1
LBX2
LOC101927196
SHROOM4
TYRO3
FXYD5
GRM4
SLC25A2
PALD1
MIR3174
MSHS
NEKS



CFAP157
SPINK7
UROC1
GAS2
RGS16
WEDC13
RASL10B
CADPS
HCAR2

VGF
TNFRSF11B
SLC38A5
LINCO1121
PIN1P1
LOC101928797
ACOD1
SULF1
SNORA3B
PCDHGA1
UHRF1
CDC25B
PLEKHG4
COL6A4P1
GRM8
ARID3A
PRR25
MYOM3
DUSP15
HSP90B2P
VSIG8
GRHL1
RECQL4
RETN
LZTS3
RELL2
LINC00896
MIR3153
MYBL2
RIPPLY1
TRIP13
LINC01087
HES4
CSNK1G2-AS1
LOC100130705
LINC01449
CXCL6
MIR6812
L0C101929759
SNORD19
SHH
ERICH2



ATAD3C
PABPC3
STCI
DLGAP4-AS1
ULBP3
INHBB
MIR5580
ITGA11
EPHB3
MSH4
TMEM8SB
COL12A1
P4HA3
SNORD104
CARD14
CALHM3
1L20
NT5DC4
SNHG17
DOK7

EN1
SBSPON
GABRR1
SPOCD1
CAPN12
LINC01484
DBNDD1
UNC5A
CFAP161
CXCL11
HOXC6
SNORD69
LINC01840
KRTAP5-1
SMTNL2
PTK7
FBX047
DACH1
SRMS
PCDHBS8
LINC01623
GTF2IRD1
PTRH1
SPHK1
MAP7D2
INTS9-AS1
ACBD7
DIO02
FKBP10
POU3F2
LINC01254



HIST3H2A
LRRC43
RTN4RL2
ASB9
TAS2R1
CCR8
LINC01972
TP73
RAD51AP2
HNRNPCL1
CXCL1
SLC6A20
SNORAG5
CLDN9
MMP10
R3HDML
LINCO1764
ZAN
HPN-AS1
LY6E

LEF1

DLL3
MIR6797
PANO1
SNORD62A
LOC105369848
FGGY
PTP4A3
KCNV2
CYP4F8
OSM
ZC3HAV1L
WNT11
WFDC10B
ADRA2C
CNDP1
LINC01305
CYSRT1
C10orfh5
SPATA3-AS1
NODAL
LOC101928565
AXIN2
FXYD4
ATP6V1C2
ABALON
LINC01494
KCNH4
SAMMSON
AGT
ATP5EP2



SLC17A9
PPM1H
TLXINB
HILPDA
SNORD121B
PGLYRP4
SETSIP
DKK1

CER1

RPA4
TEAD4
KIF25
PDE10A
ANP32D
FRMD8P1
C8orf34-AS1
SMCR2
FAM156B
ASPHD1
PANX2
SNTB1
CGB7
MIR34AHG
KREMENZ
DLX4
IFNL2
IZUMO1
LINCO1267
LINCO1749
TSPEAR-AS1
MYH6
HIST3H2BB
KIF4B
ABCC2
MIR4713HG
DSG1
TTC16
GPR143
S100A3
AQP9
TNFRSF12A
MACC1
MTHFDIL
LOC105372343
ATP11A
L0OC105370400
SNORD15A
LOC105375800
ILIA
C20o0rf144
GREBIL



L0C221122
RHBG
FANCD20S
PLCG1-AS1
FOSL1
PRSS1
LINCR-0001
SNORD14E
DSG4
ANKRD13B
ORM2
PRSS30P
PHLDA1
MIR6768
SMCO2
LINCO1124
FOXP4-AS1
SMOX
LRRC9
LINC01320
MIR675
FAM131C
MIR181AZ2HG
PADI1
LINC00485
WBP11P1
GNAT1
S100P
RNF43
RHCG

GRP

PRLHR
AFP
RAPGEF4-AS1
TUBA4B
ARNTLZ2
KIAA1549
KRT78
CCDC166
NEBL

TBX4
C19orf45
LOC105375401
FNDC11
NMUR2
ITIH6
SNORASA
WNT8B
GPRC6A
VPS9D1-AS1
KCNT1



FER1L4
SKOR2
ANKRD33
LOC101927911
STRIP2
NFE2L3
LOC101929777
MYH4
ADAMTS6
MIR1289-1
LINC02043
ARSH

GPR3
ZNF460
LEF1-AS1
MSLN
SSTR5-AS1
EDDM3A
UPK1A
TBX15
CELSR1
FAM227A
TMPRSS3
KAAG1
CXCL3
LINC01206
EXTL3-AS1
RASSF10
SLC38A3
CLLUI0S
LINC01618
TAS2R42
LOC389602
TMEM132A
CILP2
KISS1
SAA4
MIR98

BGN
LINC00894
KTAA1549L
ADAMTS2
FGF8

TYR

ROBO2
TMEM105
LCN12
GLS2

DBET
LINC01356
SLC12A5-AS1



NMU
LINCO1844
GSDMA
HCAR3
THBS2
MIR4793
CHRNAG6
DLEU7-AS1
PITX3
MIR378D2
L0C101928782
LINCO0862
LOC105376382
GFY

WDR97
SULT1C2
RPSAP52
CBARP
SNORD117
MIR3197
ASGR1
LRRC8E
MIR4665
MIR23C
LINC00618
GOLGATB
PALM3
GCM1
WBSCR28
L0C101929460
SULT1C2P1
B4GALNT4
SNORAT1B
DSCAM-AS1
LINCO1146
RNVU1-1
SLC28A3
GSDMC
IL23A
GABRP
TRX2
FRMD7
FAM83H-AS1
MIR3065
LINCO01269
VSNL1
POU4F1
ARHGAP40
LMO7-AS1
SH2D5
ERVV-1



MLXIPL
MEGF11
POTEF
MIR6750
IL36RN
IL17C
ERP27
MFAP2
FRGCA
FIBCD1
CYMP
CDIPT-AS1
LINCO1551
PCSK6-AS1
GNG4
LINC00624
MS4A15
ZNF32-AS3
ONECUT2
LINC01942
LINC01338
CNPY1
LINC00922
GDPD5
MAGEA10
Clorf105
INHA
CHRNG
TM4SF19
PSAT1
KCNHS8
LOC101927780
SPAG17
NDUFA4L2
LINCO1555
HCRT
DUSP13
CCL26
MIR6851
C20rf78
MIR3165
SLC7A11
SLC11A1
SPACA3
MIR1204
SNORD46
SNORDS8SA
SBF1P1
NXF4
LRRN4
RDH16



CASP14
RFX8
MYADMLZ
SPTBN5
LOC101928336
XKRX

KRT7
LMLN-AS1
SNORA26
FUT1
LINC01929
CIQTNF8
CCDC187
MIR452
KCNK9
SIX2
PRDM12
WISP1

TH

MAS1

SIX4
COL1Al
TMEM74B
MATN3
DNASE1L2
MIR17HG
LINC02154
LHX3

FJX1
SPATA21
CYP26A1
PDCL2
CYP2D7
PGK2

EDAR
BRSK2
PCSK9
PERM1
TAS2R38
SNORD105
C170rf99
LOC101927657
MIR7111
MEX3A
LOC105375744
MAFG-AS1
LOC100507194
LINC01833
DKFZP434K028
HOXBS8
CACNG4



Chorf38
LINC00552
DNAHb5
WDR66

OTP
LRRC36
FAM25A
AJUBA
GABRD
SLC6A6
PTGES2-AS1
MIR6810
RBAKDN
ESRG
CYP471
MIR6877
CITED1
DSG1-AS1
KRTAP10—-4
SERPINAIOQ
MIR424
MIR6895
GJC3
MIR6728
PLPP4
IQCF1
KCNE1B
ISM2

LGR5
CLDN16
CD300LD
OXTR
C200rf141
LINC01730
MYEOV
TDGF1
FRMPD2
GRPR
EGFLAM-AS4
CHI3L1
LOC100287413
PPEF1
HTR1D
HOGA1
NXF3
LOC101927787
REG4
L0C344967
RAET1K
CLDN14
LOC100505685



C9orf50
PLPPR1
LINC00658
LOC105369758
LOC103191607
TMPRSS5
LRP8
MIR6783
MIR4479
RNVU1-4
APCDD1
SNORD72
SPDYC
CKMT2
LINC01979
TMEM8C
WASIR2
SOHLH1
CSF2
GDF15
MIR3189
PLK5
ITGBL1
KLRG2
TEX19
EGOT
KIF26B
CCNO
KCNA10
FOXD1
PADI3
LOC105375451
PABPCIL
SH3PXD2A-AS1
LINC01792
H2BFM
MIR711
MIR146B
PAX9
LINC02011
SLC7A5
ZPBP

KLK12
ACAN
LINC00939
LOC107987205
DLX3
SNORA13
C8orf49
OR1F2P
STEAP2-AS1



HPN

PRSS2
CYP4X1
TFR2
MIR8078
NPFFR1
CHRNB3
AZGP1
ALOXE3
OR7C1
NACAZ
SPTBN2
LINCO1722
MSX1
LOC101927795
DCSTAMP
SRGAP3-AS2
UPK2
L0C101929532
CST9
TBX20
LHX1
MCEMP1
MATIA
MIR5684
RAX

TNS4
L0C101929227
EVX1
DNAHZ
TSPEAR
L0C440742
BMP7
L0C101928012
IGFBP1
PSAPL1
LOC255187
RHPN1
WDR72
MIR29B1
MIR4648
EGFL6
LINC02081
NEB
C2-AS1
RNF183
CDKN2A
APLN
LINCO1657
MIR328
TMEM249



ANXA10
SP9

NOX4
AKR1C8P
PRSS54
AZGP1P1
STC2
SRPX2
ANOS1
KRTAP5-3
FAP
HOXC12
HOXC-AS2
TRIM54
MEPE
ANKRD30A
HCAR1
DLX6
BTBD16
DUXAPS
WNT7A
LINCO1978
LINCO01549
UCP1
CPA4
RIPPLY3
PLEKHN1
DI02-AS1
TMPRSS13
WIF1
MIR2052HG
EPOP
PRDM13
SHISA2
CXCL8
FGFRL1
SEMG1
FZD10
ALOX12P2
MDFI
TGFBI
NAT16
SERPIND1
UCA1
CXXC1P1
EREG
S100A2
LINC01276
MIR6858
APELA
MIR3651



LOC105378470
LY6GEC
METTL11B
FGF19
SFRP4
CHRND
LINC00545
USP17L7
PNPLA3
TREML3P
CSTL1
VAC14-AS1
ZNF556
RNF182
MIR6801
LINCO01391
TMEM40
GNGT1
LUCAT1
PRR7

HES7
FOLR1
KRTAP10-2
SERPINA7
LINC01630
ALKAL1
MIR6087
PGGHG
WEDC11
SLCO4A1
LINC01676
FAM222A-AS1
WT1-AS
CGREF1
KLK11
CPXCR1
DDC-AS1
LINC02188
LINCO01433
BLACE
L0C101926941
CCDC70
SLURP1
L0OC284798
ZNF750
KRTAP12-1
MIR4737
C20rf70
L0C101929210
TRX3
DIRC1



ASCL2
MEIKIN
HAGHL
CBX2

GAST

SIX1
LINCO1615
TNFSF9
MAFA-AS1
BAAT
C9orfH7
C19orf81
SLAMF9
ERFE
LINCO1721
EVAIA
HS3ST4
CLEC5A
IGFL3
CLDN10
SH3TC2
TLX1
TMEM30CP
PLA2G3
LINC01048
SERPINB5
TFAP2A
LINC01694
TMPRSS12
1ZUM02
RAET1L
SP5

ULBP1
GRIN2B
LINC01246
MRPL23-AS1
DUSP4
GJA3
LOC101928227
FOXL2NB
GIF
LINC02029
LOC105379109
KLK5
CCDC78
ADAMTS12
SNORD12B
ASCL5
ATG9B
LINCO1711
HS6ST2



SLCO4A1-AS1
RPL29P2
SLC4A11
SNORD12C
PRKCG
LINC01583
FGB
L0C100996351
MIR935
SPATA12
KITAA1257
LINC0O1819
MIR4641
PSORS1C2
CORIN
PRSS22
FAM159B
IGF2BP3
GRK1
TRIB3
GRHL3
WISP3
OLR1
POUGF2
LOC388282
MIR4284
CTHRC1
OR1F1
GUCA1C
IGFBP7-AS1
KRT85
GATA4
TFNL3
MIR3188
ALDH3B2
IGFL2
DUSP9
MIR4321
LINC01633
WEDC10A
DSG3
LINC02120
RGR
TMEM211
L0C101926964
LINC00524
SMILR
LINCO1827
Clorf158
CLPSL1
MCIDAS



TPRXL
MMP20
LINCO01429
L0C101927120
L0C100129940
KRT6C
SMKR1
LEMD1-AS1
MY016-AS1
LHX5

PKP1
MUC5AC
DLGAP1-AS5
MAPK15
LPO
LOC101927136
KRT7-AS
RNF225
GJB4
SERPINB2
LINC01060
GCM2
SNORD70
LINCO1756
KRT6A
RPTN
C2CD4A
NPC1L1
HOTAIR
LYZL4
BHMG1
IFNE
NHEG1
L0C101929705
FGF21
SNORA70B
NPSR1
CAMKV
NANOS3
CXCL5
CPN1
FLJ16779
SPP1
PGLYRP3
PGC
KLHL35
CHST4
SPZ1
SNORD48
NKD2
HOXC11



NKD1
CRAT40
MIR4742
KRT6B
ACSL6
ABCA9-AS1
SLC22A11
LINC00698
LINC00592
LINCO1977
ADAM12
ADAM18
VWA2
CALCA

TG
SLC22A12
TRIM29
SNORA71C
L0C101929128
TESC
STK31
SOX1
SSTRS
CYP2W1
POU5SF1B
LINC00941
FOXG1
MIR4449
DMRT3
DMRTA2
GJB5
ULBP2
TCF24
EPHAS8
KRT17
UNC93A
LINC01613
DSC3

IRX5

IL11
SLC13A3
VGLL1
SIM2
C10orf62
KRT74
TNNI3
FEZF2
TNNT1
CCAT2
TDGF1P3
LINC01704



CSTb
PRR36
CTB-113P19. 1
L0C101929504
ST8SIA6-AS1
MSX2
CLDN1
MC2R
EPHX4
DDN
LINC01729
DCAF8L2
Cborf223
RXFP3
L0OC101927480
LINC01594
KRTAP10-3
LARGE2
EVX1-AS
MMP11
KRTAP3-2
CLDNZ2
PAEP
ADAMZ
MAP3K20-AS1
OFCC1
LINC00967
MIR3661
LINC00348
KRT16
KRT83
TACSTDZ
MIR566
PDX1
PTTG3P
SPRR3
AKAP4
SALL4
EIF3IP1
GRINZD
UCN2
L0OC401585
FGF3
TRIM71
SLC35D3
BBOX1-AS1
SNORD41
TCAMIP
MAGEB17
CXCL17
ELFN1-AS1



MC3R
C2orfb61
CLPSL2
LY6GED
CEMIP
IGFL4
ERVV-2
DMBX1
ETV4
0TOP1
GAD1
ZNF280A
LOC105377390
CNTD2

WT1

RP1
TRIM72
USP26
TBX5
LINC02027
PRSS33
NEUROG2
SNHG25
LINCO1511
LINC00534
KLK10
PIWIL1
INHBA
LOC102724623
SPRR2E
ARNTL2-AS1
CA9

ESM1
KRT38
71C2
AKR1C4
SERPINA4
FOXI3
BOD1L2
AMELX
LINC02119
WNT7B
SNORD38A
CLDN10-AS1
MIR613
LINC01996
FAR2P1
LOC100507377
0TX1
LEMD1
FIRRE



LINC01608
WNT2

EN2

KLC3
NXPH1
SPRR1B
C3P1
NXPH4
CPNE7
MIR135B
PCATZ2
LOC101927318
CDH3

GBX2
ONECUT3
FAM9A
SPRR2A
CRAT37
LINCO0858
L0C284930
LINCO1101
MIR4474
STRAG6
LINCO1411
LY6G6F
OBPZ2B
MAGEA11
IFITM5
KRT35
SLCO1B3
Cl4orf105
KRT32
SPRR2D
FOXQ1
LINC01169
AFAP1-AS1
Chorf46
COL11A1
IBSP
BMS1P22
MMP7

COMP
NPSR1-AS1
L0C101929448
KRT80
CST2
SPRRIA
LINC01655
CEL
L0C102724908
LINC01913



KRT23
SNORD30
LINC02187
SFTA2
PTF1A
EPYC
DUSP27
ELF5
LINC01602
SPERT
LINC01050
S0X14
LINC01234
COL10A1
Z1CH
LINC01593
C6orflbs
CST4
LOC101927884
CST1

KLK7

KLK8
FEZF1
KLK6
GOLGA6L2
FEZF1-AS1
LOC100190940
RNA5S9
NOTUM



Table 5S

nodel node2 nodel_strinode2 strinodel extenode2 exteneighborhogene fusicphylogenethomology coexpressiexperimentdatabase eautomated combined score
CDC42 WAS 4446990 4444767 9606. ENSPC9606. ENSP( 0 0 0 0 0.063 0.974 0.9 0.97 0.999
HSPA8 HSP90AAT 4449616 4440643 9606. ENSPC9606. ENSP( 0 0 0 0 0.771 0.73 0.9 0.929 0.999
DHFR TYMS 4447922 4439011 9606. ENSPC9606. ENSP( 0.219 0.317 0. 437 0 0. 479 0.122 0.9 0.96 0. 999
CCNA2 CDK2 4436109 4435732 9606. ENSP(9606. ENSP( 0 0. 006 0 0 0. 403 0.998 0.9 0.973 0.999
CCNA2 CDK6 4436109 4435642 9606. ENSPC9606. ENSP( 0 0.003 0 0 0.163 0.994 0.72 0. 769 0. 999
CDC42 TNK2 4446990 4445619 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.974 0.9 0. 641 0.998
HSPA8 HSP90AB1 4449616 4443770 9606. ENSPC9606. ENSP( 0 0 0 0 0. 641 0. 745 0.9 0.815 0.998
RXRA PPARG 4449061 4436745 9606. ENSPC9606. ENSP( 0 0 0 0. 694 0.061 0. 961 0.9 0.821 0.997
TYMS TK1 4439011 4437779 9606. ENSPC9606. ENSP( 0.169 0 0 0 0.787 0 0.9 0. 856 0.997
HSP90AB1  HSP90AAL 4443770 4440643 9606. ENSPC9606. ENSP( 0 0 0. 449 0.984 0.78 0.883 0.9 0.717 0.997
GART MTHFD1 4445605 4432975 9606. ENSPC9606. ENSP( 0.37 0 0 0 0. 695 0 0.9 0.82 0. 996
AKR1CL AKR1C3 4445467 4445414 9606. ENSP(9606. ENSP( 0 0 0. 449 0.983 0.214 0.943 0.9 0. 836 0.995
RXRA THRB 4449061 4446585 9606. ENSPC9606. ENSP( 0 0 0 0. 691 0 0.974 0.8 0.782 0.995
KIF11 AURKA 4434801 4432988 9606. ENSP(9606. ENSP( 0 0 0 0 0.94 0. 482 0 0.831 0.994
GP1BA F2 4440098 4438421 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.909 0.9 0. 481 0.994
TYMS DTYMK 4439011 4438077 9606. ENSPC9606. ENSP( 0.182 0 0 0 0. 467 0.05 0.9 0.839 0.992
NR1H4 RXRA 4450225 4449061 9606. ENSPC9606. ENSP( 0 0 0 0. 668 0. 062 0.904 0.9 0. 745 0.992
APRT ADK 4445041 4436683 9606. ENSPC9606. ENSP( 0.043 0 0 0 0.088 0. 159 0.9 0.909 0.992
HSP90AAT  NOS3 4440643 4437409 9606. ENSP(9606. ENSP( 0 0 0 0 0. 06 0.379 0.9 0.873 0.991
DTYMK TK1 4438077 4437779 9606. ENSPC9606. ENSP( 0.05 0 0 0. 569 0 0.9 0.817 0.991
AKR1CL AKR1C2 4445467 4445450 9606. ENSP(9606. ENSP( 0 0 0. 449 0. 986 0. 405 0.86 0.9 0.892 0.991
CCNA2 KIF11 4436109 4434801 9606. ENSPC9606. ENSP( 0 0 0 0 0.977 0.15 0 0.478 0. 989
PNP ADK 4442485 4436683 9606. ENSPC9606. ENSP( 0.167 0 0 0 0.061 0 0.9 0.88 0. 989
ESR1 IGFIR 4448358 4435797 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 407 0.9 0.835 0. 989
HSP90AA1  EGFR 4440643 4436186 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 487 0.9 0.817 0. 989
HSP90AAT  PPP5C 4440643 4432591 9606. ENSP(9606. ENSP( 0 0 0 0 0.106 0. 581 0.9 0.718 0.988
AR HSP90AAT 4444436 4440643 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.474 0.9 0.803 0.988
DHFR GART 4447922 4445605 9606. ENSP(9606. ENSP( 0. 346 0 0 0 0.116 0 0.9 0.827 0.988
RXRA RARG 4449061 4447554 9606. ENSPC9606. ENSP( 0 0 0 0.79 0.084 0.853 0.9 0. 759 0.987
CCNA2 AURKA 4436109 4432988 9606. ENSP(9606. ENSP( 0 0 0 0 0. 964 0.177 0 0.582 0. 986
HSP90AAL  PGR 4440643 4439740 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.523 0.9 0.72 0.985
AKR1C2 AKR1C3 4445450 4445414 9606. ENSP(9606. ENSP( 0 0 0. 449 0.983 0.214 0.912 0.8 0. 836 0.985
ESR1 NOS3 4448358 4437409 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.472 0.9 0. 749 0. 985
APRT PNP 4445041 4442485 9606. ENSP(9606. ENSP( 0.219 0 0 0 0. 084 0 0.9 0. 805 0.984
TYMS MTHFD1 4439011 4432975 9606. ENSPC9606. ENSP( 0. 208 0 0 0 0.159 0 0.9 0.79 0.984
HSP90AA1  NR3C1 4440643 4433539 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 474 0.9 0.71 0.983
AKT2 HSP90AAT 4445979 4440643 9606. ENSP(9606. ENSP( 0 0 0 0 0.061 0.713 0.9 0.428 0.982
ELANE CTSG 4450799 4432948 9606. ENSPC9606. ENSP( 0 0 0. 437 0.821 0.784 0 0.9 0.92 0.982
CCNA2 CDK7 4436109 4434485 9606. ENSP(9606. ENSP( 0 0.003 0 0 0. 081 0.451 0.9 0. 669 0.981
CDA TK1 4444499 4437779 9606. ENSPC9606. ENSP( 0.292 0 0 0 0. 061 0 0.9 0. 742 0.98
DHFR MTHFD1 4447922 4432975 9606. ENSP(9606. ENSP( 0. 146 0 0 0 0.17 0 0.9 0.739 0.979
ESR1 HSP90AAT 4448358 4440643 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.474 0.9 0.633 0.979
HDAC8 KAT2B 4444214 4435311 9606. ENSPC9606. ENSP( 0 0 0 0 0. 094 0. 266 0.9 0.708 0.978
AR HSP90AB1 4444436 4443770 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.474 0.9 0. 609 0.977
HSP90AB1  PPP5C 4443770 4432591 9606. ENSPC9606. ENSP( 0 0 0 0 0.103 0. 581 0.9 0. 456 0.976
CDA PNP 4444499 4442485 9606. ENSPC9606. ENSP( 0.219 0 0.215 0 0.077 0 0.9 0. 642 0.976
HCK EGFR 4450141 4436186 9606. ENSPC9606. ENSP( 0 0 0 0.679 0 0.701 0.9 0.722 0.975
CDK2 CDK6 4435732 4435642 9606. ENSP(9606. ENSP( 0 0 0. 439 0.927 0.108 0.711 0.9 0.908 0.974
ADHIC ADH1B 4449347 4438237 9606. ENSP(9606. ENSP( 0 0 0. 449 0. 986 0.179 0. 692 0.9 0.921 0.973
CDC42 EGFR 4446990 4436186 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.126 0.9 0.714 0.972
ERBB4 ADAM17 4441238 4438549 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.379 0.9 0.57 0.971
DHFR CBR1 4447922 4436857 9606. ENSP(9606. ENSP( 0 0 0 0 0. 062 0 0.9 0.725 0.971
CDK2 MDM2 4435732 4434604 9606. ENSPC9606. ENSP( 0 0 0 0 0.05 0 0.9 0. 697 0. 968
HSP90AB1  NR3C1 4443770 4433539 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 403 0.9 0.509 0. 968
CHEK1 MDM2 4447561 4434604 9606. ENSPC9606. ENSP( 0 0 0 0 0 0 0.9 0. 698 0. 968
AR CDK6 4444436 4435642 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.524 0.9 0. 399 0. 968
ELANE MMP8 4450799 4433667 9606. ENSPC9606. ENSP( 0 0 0 0 0.175 0 0.9 0.633 0.967
AR KAT2B 4444436 4435311 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.478 0.9 0.43 0.967
NR3C2 HSP90AAT 4442077 4440643 9606. ENSP(9606. ENSP( 0 0 0 0 0 0. 474 0.9 0. 425 0.967
AKR1C3 CBR1 4445414 4436857 9606. ENSP(9606. ENSP( 0 0 0 0 0.063 0 0.9 0. 668 0. 966
ESR1 HSP90AB1 4448358 4443770 9606. ENSP(9606. ENSP( 0 0 0 0 0 0. 474 0.9 0.421 0. 966
MMP9 MMP8 4443919 4433667 9606. ENSPC9606. ENSP( 0 0 0 0.738 0. 546 0 0.9 0.915 0. 964
CRABP2 RARG 4451723 4447554 9606. ENSP(9606. ENSP( 0 0 0 0 0.098 0. 064 0.9 0.63 0. 964
AKT2 PIK3CG 4445979 4442215 9606. ENSPC9606. ENSP( 0 0 0 0 0.063 0.174 0.9 0. 594 0. 964
ESR1 PGR 4448358 4439740 9606. ENSPC9606. ENSP( 0 0 0 0.679 0.102 0.472 0.9 0. 964 0. 964
ESR1 CYP19A1 4448358 4446543 9606. ENSP(9606. ENSP( 0 0 0 0 0 0. 085 0 0.96 0.962
CHEK1 CDK2 4447561 4435732 9606. ENSPC9606. ENSP( 0 0 0. 308 0.719 0.325 0. 261 0.9 0. 885 0.962
KAT2B MDM2 4435311 4434604 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.379 0.9 0. 426 0.961
MMP9 MMP1 4443919 4439553 9606. ENSPC9606. ENSP( 0 0 0 0.75 0.518 0 0.9 0.91 0.961
CCNA2 MDM2 4436109 4434604 9606. ENSPC9606. ENSP( 0 0 0 0 0. 062 0.108 0.9 0.58 0.96
GSTM1 GSTM2 4438694 4433798 9606. ENSPC9606. ENSP( 0 0 0. 447 0.981 0.83 0.379 0. 65 0.831 0.96
HSPA8 EGFR 4449616 4436186 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.393 0.9 0. 386 0. 959
MMP9 MMP3 4443919 4437610 9606. ENSPC9606. ENSP( 0 0 0 0.791 0.518 0 0.9 0.911 0. 959
CDK6 CDK7 4435642 4434485 9606. ENSP(9606. ENSP( 0 0 0.393 0. 846 0.063 0. 504 0.9 0. 805 0.958
CTSK MMP13 4435989 4434767 9606. ENSP(9606. ENSP( 0 0 0 0 0. 062 0 0.9 0.591 0.958
MMP9 CTSG 4443919 4432948 9606. ENSP(9606. ENSP( 0 0 0 0 0. 089 0 0.9 0. 569 0.957
CDK2 CDK7 4435732 4434485 9606. ENSP(9606. ENSP( 0 0 0. 408 0.926 0.067 0.539 0.9 0.92 0. 957
RXRA PPARD 4449061 4438644 9606. ENSPC9606. ENSP( 0 0 0 0. 705 0. 062 0. 467 0.9 0. 604 0. 955
PCK1 PPARG 4439313 4436745 9606. ENSPC9606. ENSP( 0 0 0 0 0. 062 0.05 0.9 0. 564 0. 955
VDR RXRA 4450226 4449061 9606. ENSPC9606. ENSP( 0 0 0 0. 635 0 0.438 0.9 0.677 0.955
GNPDA1 GPT 4449262 4448366 9606. ENSPC9606. ENSP( 0.111 0 0 0 0.063 0 0.9 0.53 0. 955
CDC42 MET 4446990 4439114 9606. ENSPC9606. ENSP( 0 0 0 0 0.063 0.271 0.9 0. 429 0. 955
FDPS FNTA 4441886 4437958 9606. ENSP(9606. ENSP( 0 0 0 0 0. 061 0 0.9 0. 552 0. 954
MMP3 EGFR 4437610 4436186 9606. ENSPC9606. ENSP( 0 0 0 0 0.076 0 0.9 0.543 0.954
MMP1 CMA1 4439553 4434128 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.379 0.9 0.311 0.953
CDC42 MAPK10 4446990 4442217 9606. ENSPC9606. ENSP( 0 0 0 0 0.063 0. 162 0.9 0. 476 0.953
MMP1 MMP3 4439553 4437610 9606. ENSPC9606. ENSP( 0 0 0.298 0.953 0. 529 0 0.9 0.921 0.953
CHEK1 CCNA2 4447561 4436109 9606. ENSPC9606. ENSP( 0 0 0 0 0.853 0. 064 0 0. 685 0.953
CYP19A1  AKRIC3 4446543 4445414 9606. ENSP(9606. ENSP( 0 0 0 0 0.061 0 0.9 0.531 0.952
CTSS LYZ 4443237 4434847 9606. ENSPC9606. ENSP( 0 0 0 0 0. 484 0 0.9 0. 156 0.952
PLAU F2 4444017 4438421 9606. ENSPC9606. ENSP( 0 0 0.415 0. 645 0 0.379 0.9 0. 434 0.952
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CHEK1
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PNP
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MMP9
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NMNAT 1
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ELANE
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RXRA
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AKT2
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LCN2
HSPAS
MMP9
ESR1
DHFR
HCK
CHEK1
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RXRA
PNP
RXRA
RXRA
MMP9
EPHA2
IGFIR
CTSS
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AR
LCN2
HSPAS
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MAPK10
VDR
NR3C2
CHEK1
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PGR
HCK
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MAPK10
HCK
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RARG
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PDE4D
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CLEC4M
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EGFR
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EGFR
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CHEK1
AKT2
CHEK1
HCK
CYP19A1
CTSS
PGF
EGFR
BCL2L1
TNK2
AKT2
CYP19A1
DHFR
ESR1
SDS
ADAM17
CHEK1
BCL2L1
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MMP9
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THRB KAT2B 4446585 4435311 9606. ENSPC9606. ENSP( 0 0 0 0 0. 061 0.194 0.6 0.177 0.717
MET EGFR 4439114 4436186 9606. ENSPC9606. ENSP( 0 0 0 0.58 0.229 0.418 0 0.933 0.715
AKT2 CCNA2 4445979 4436109 9606. ENSPC9606. ENSP( 0 0 0 0 0 0.354 0 0.571 0.711
CHEK1 HSP90AB1 4447561 4443770 9606. ENSPC9606. ENSP( 0 0 0 0 0. 062 0.416 0 0.513 0.71
MAOB BCHE 4444997 4435424 9606. ENSP(9606. ENSP( 0. 045 0 0 0 0. 086 0 0 0.694 0.71
CYP2C8 GSTM2 4443714 4433798 9606. ENSP(9606. ENSP( 0 0 0 0 0 0.077 0.65 0.176 0.71
MMP9 PPARG 4443919 4436745 9606. ENSPC9606. ENSP( 0 0 0 0 0 0 0 0. 709 0.709
MAOB ADHIB 4444997 4438237 9606. ENSP(9606. ENSP( 0 0 0 0 0. 104 0 0.65 0. 142 0.707
EPHA2 HSP90AAL 4442119 4440643 9606. ENSPC9606. ENSP( 0 0 0 0 0.048 0.244 0 0. 625 0.707
HSP90AAT  MDM2 4440643 4434604 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 348 0 0. 568 0. 706
AR BCL2L1 4444436 4437866 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 064 0 0.698 0. 706
GSTP1 GSTM2 4446837 4433798 9606. ENSP(9606. ENSP( 0 0 0 0. 803 0 0 0.65 0.801 0. 704
HSP90AAL  MET 4440643 4439114 9606. ENSPC9606. ENSP( 0 0 0 0 0 0. 452 0 0. 483 0. 704
PGF IGFIR 4450339 4435797 9606. ENSP(9606. ENSP( 0 0 0 0 0 0 0.6 0. 287 0.702
F2 BCHE 4438421 4435424 9606. ENSP(9606. ENSP( 0 0 0 0 0.126 0.052 0 0. 669 0.701



Table 6S
Top 15 in network 0. 7PPIstring interactions ranked by degree method
Rank Name Score

1 EGFR 20
2 MMP9 19
3 HSP90AAL 18
4 AR 17
5 ESR1 15
6 MDM2 13
7 HSP90AB1 12
8 TYMS 11
8 CDK2 11
8 RXRA 11
8 PGR 11
8 NR3C1 11
13 CCNA2 10
13 CHEK1 10

15 BCL2L1 9
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