Supplementary figure legends

Figure S1. Road map of the patients from different datasets. A total of 187 AML patients were
collected from the TCGA dataset. C1, C2, C3, C4, C5 and C6 are the codes of the six
comparison groups that we defined manually. C1: 75 CN-AML patients who compared
survival time (EFS and OS) between ACTL10 RNA-high expression group and ACTL10 RNA-
low expression group. C2: 92 AML patients received chemotherapy who compared clinical
prognosis between ACTL10 RNA-high expression group and ACTL10 RNA-low expression
group. C3: 85 CN-AML patients who compared clinical prognosis between ACTL10 DNA
methylation-high group and the ACTL10 DNA methylation-low group. C4: 77 AML patients
received Allo-HSCT who compared clinical prognosis between ACTL10 DNA methylation-high
group and the ACTL10 DNA methylation-low group. C5: 101 AML patients received
chemotherapy who compared clinical prognosis between ACTL10 DNA methylation-high
group and the ACTL10 DNA methylation-low group. C6: 74 CN-AML who integrated ACTL10
RNA expression data with ACTL10 DNA methylation data. The patients in these 6 groups (C1-

C6) are partially overlapping. For details, see Figure S2.

Figure S2. Venn diagram of patients in each group. A: Venn diagram of patients with ACTL10
RNA expression. In the C1 and C2 groups, 37 AML patients were overlapping. B: Wayne
diagram of patients with ACTL10 DNA methylation. In the C3 and C4 groups, 36 AML patients
were overlapping; In the C3 and C5 groups, 42 AML patients were overlapping; Patients in
the C4 and C5 groups did not overlap. C: Venn diagram of CN-AML patients. In the C1 and
C3 groups, 74 CN-AML patients were overlapping. Patients with overlapping C1 and C3 are

patients with C6. D: The proportion of CN-AML patients in all patients.

Figure S3. OS between the ACTL10 RNA-high expression group and the ACTL10 RNA-low
expression group were compared in patients with CN-AML. The x-axis represents the OS
time (days) and the y-axis represents the survival probability. Data were analyzed in 78
patients with CN-AML from the GSE12417 dataset (validation cohort) using a log-rank test.

OS, overall survival time.



Figure S4. RNA expression levels of ACTL10 in CD34/CD38", CD34"/CD38", CD34/CD38"
and CD34°/CD38" cells from patients with CN-AML. The RNA expression levels of ACTL10
are converted to log2; each dot represents each CD34/CD38 cell of a total of 227 CD34/CD38
cells, 138 leukemia stem cell positive (LSC+) cells and 89 leukemia stem cell negative (LSC-)
cells. The average values of two samples were compared using an unpaired t-test, whereas
the average values of >2 samples were compared using an ANOVA. NS, P>0.05, *P<0.05,

**P<0.01.
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Supplement Table 1: Information of all patients participating in each groups in the TCGA dataset.

Number Sample_ID Karyotype RNA-seq DNA-methy Therapy Participating group
1 TCGA-AB-2805-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
2 TCGA-AB-2811-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
3 TCGA-AB-2816-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
4 TCGA-AB-2818-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
5 TCGA-AB-2824-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
6 TCGA-AB-2826-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
7 TCGA-AB-2833-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
8 TCGA-AB-2835-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
9 TCGA-AB-2836-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
10 TCGA-AB-2837-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
11 TCGA-AB-2851-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
12 TCGA-AB-2853-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
13 TCGA-AB-2866-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
14 TCGA-AB-2867-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
15 TCGA-AB-2869-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
16 TCGA-AB-2873-03 Normal Yes Yes Chemotherapy C1 C2 C3 C5 C6
17 TCGA-AB-2879-03 Normal Yes Yes Chemotherapy C1 C2 C3 C5 C6
18 TCGA-AB-2900-03 Normal Yes Yes Chemotherapy C1 C2 C3 C5 C6
19 TCGA-AB-2903-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
20 TCGA-AB-2919-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
21 TCGA-AB-2925-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
22 TCGA-AB-2927-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
23 TCGA-AB-2932-03 Normal Yes Yes Chemotherapy C1 Cc2 C3 C5 C6
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180 TCGA-AB-2946-03 Others Yes HTSC C4

181 TCGA-AB-2949-03 Complex Yes HTSC C4
182 TCGA-AB-2997-03 t(15;17)/PML-RARA Yes HTSC C4
183 TCGA-AB-2829-03 Others Yes Chemotherapy C5
184 TCGA-AB-2870-03 inv(16)/CBFB-MYH11 Yes Chemotherapy C5
185 TCGA-AB-2906-03 t(15;17)/PML-RARA Yes Chemotherapy C5
186 TCGA-AB-2957-03 inv(16)/CBFB-MYH11 Yes Chemotherapy C5
187 TCGA-AB-2982-03 t(15;17)/PML-RARA Yes Chemotherapy C5

Note: RNA-seq: Patients with RNA sequencing data. DNA-methy: Patients with DNA methylation data. HSCT: Patients receiving Allo-HSCT.

C1: 75 CN-AML patients who compared survival time (EFS and OS) between ACTL10 RNA-high expression group and ACTL10 RNA-low
expression group. C2: 92 AML patients received chemotherapy who compared clinical prognosis between ACTL10 RNA-high expression group
and ACTL10 RNA-low expression group. C3: 85 CN-AML patients who compared clinical prognosis between ACTL10 DNA methylation-high
group and the ACTL10 DNA methylation-low group. C4: 77 AML patients received Allo-HSCT who compared clinical prognosis between ACTL10
DNA methylation-high group and the ACTL10 DNA methylation-low group. C5: 101 AML patients received chemotherapy who compared clinical
prognosis between ACTL10 DNA methylation-high group and the ACTL10 DNA methylation-low group. C6: 74 CN-AML who integrated ACTL10
RNA expression data with ACTL10 DNA methylation data.



