Figure S1 Thermograms representing differential expression of microRNAs in breast cancers from patients in
GSE59829 dataset
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Figure S2 The expression level of microRNAs in breast cancers from patients with or without metastasis in
GSE59829 dataset
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Figure S3 The correlation between the expression level of microRNAs and distant metastasis free survival of

patients with breast cancer in GSE59829 dataset
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