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Figure S1: Quantification of Western blot images presented in Figure 2 and 3.
(A) Quantification of data presented in figure 2C. (B) Quantification of data presented in figure 2D. (C)
Quantification of immunoblots presented in figure 3D. Image J software was used to quantify protein
bands from 3 repeated experiments. The bars with different superscript letters differ significantly

(p<0.05).
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Figure S2: Quantification of Western blot images presented in figure 4. (A) Quantification of data
presented in figure 4A of the manuscript. The graph bars which share different superscript letter are
significantly different at p<0.05. (B) Quantification of p-JAK2 and p-SRC presented in figure in figure
4B of manuscript. P-STAT3, p-JAK2 and p-SRC were normalized to total STAT3, JAK2 and SRC,
respectively. (C) Quantification of expression of various proteins presented in figure 4C. (D)
Quantification of protein band presented in figure 4D and E. The bars which do not share same

superscript letter differ significantly at p<0.05.






