Supplemental Table 1. The clinical pathological features of CRC samples

Gender

Number

Male
Female
Age (years)
<50
>50
Location
Colon
Rectal
Clinical Stages
II
111
v
Grades
1
2
3
Pathologic Type
Adenocarcinoma
Mucinous Adenocarcinoma

20 (45.5%)
24 (54.5%)

10(22.7%)
34(77.3%)

23(52.3%)
21(47.7%)

23(52.3%)
14(31.8%)
7(15.9%)

13(29.5%)
24(54.5%)
7(15.9%)

36(81.8%)
8(18.2%)




Supplemental Table 2. The Primer sequences of DNA sensors (human)

Genes (Human) Sequences (5°-3’)
AIM2 (F): TGG CAAAAC GTC TTC AGG AGG
(R): AGC TTG ACT TAG TGG CTT TGG
STING (F): CCA GAG CACACT CTC CGG TA
(R): CGC ATT TGG GAG GGA GTA GTA
DHX9 (F): CGAACC ATC TCA GCG ACA AAA
(R): TGA GGT CCATGC TTATTT GCT C
DDX41 (F): GTG CCC TAT GTG CCGTTAC
(R): GGC TGA CGT TGG ACT GAG G
DDX60 (F): CAG CTC CAA TGA AAT GGT GCC
(R): CTC AGG GGT TTATGA GAATGC C
TLRY (F): CTG CCT TCC TAC CCT GTG AG
(R): GGATGC GGT TGGAGGACAA
DAI (F): AAC ATG CAG CTACAATTC CAG A
(R): AGT CTC GGT TCA CAT CTT TGC
IFI16 (F): AGA CTG AAG ACT GAA CCT GAA GA
(R): GAA CCC ATT GCG GCA AAC ATA
DHX36 (F): GGG TCATGG AGG TAA CCG AG
(R): CTCTCC GCTTCCTTG TTC TTC
B-actin (F): CTC CTT AAT GTC ACG CAC GAT

(R):CAT GTA CGT TGC TAT CCA GGC




Supplemental Table 3. The Primer sequences of DNA sensors (mouse)

Genes (Mouse) Sequences (5°-3’)
AIM2 (F): GTC ACC AGT TCC TCA GTT GTG
(R): CACCTC CAT TGT CCCTGT TTT AT
STING (F): GGT CAC CGC TCC AAATAT GTA G
(R): CAGTAG TCC AAG TTC GTG CGA
DHX9 (F): TAT CGT GGT ATG GGC AAT TCC A
(R): GTG TCG CTA AGT ATG GGT GGG
DDX41 (F): AGT CCG CCAAGG AAAAGC AA
(R): CTC AGA CAT GCT CAG GAC ATAAC
DDX60 (F): TTC CAC TGC CCAAAATAG GAAAA
(R): GCC AGC AAC ATG AGT CTT AGG AT
TLR9 (F): ATG GTT CTC CGT CGAAGG ACT
(R): GAG GCTTCA GCT CACAGG G
DAI (F): AAGAGT CCCCTG CGATTATITG
(R): TCT GGA TGG CGT TTG AAT TGG
1F1204 (F): AAA GAG ACAACC AAG AGC AAT ACA CC
(R): GAATGT TAG ATG AAG CCG AAG ATG AG
DHX36 (F): ATG GAT GAA CGT CGA GAA GAGC
(R): ATA CCC ATG ATC CTC AGG AGC
B-actin (F): CAGCTTCTTTGCAGCTCCTT

(R): CAC GAT GGA GGG GAATACAG




