Supplementary Table 1. Summary of significantly enriched GO annotations of PLODs related network

Description Gene Count Adjusted P-Value Enriched Genes

Biological Process

Extracellular matrix organization 31 6.70E-44 SOX9; COL1A1; COL1A2; COL2A1; COL3A1; COL4A1; COL4A2;
COL9A1; COL9A2; COL9A3; COL5A1; COL5A2; COL5A3; COL6AT;
COL6A2; COL6A3; COL7A1; COL8A2; COL10A1; COL11A1;
COL14A1; COL16A1; DCN; FBN1; ITGA1; ITGA11; ITGA2; ITGBI;
ITGB3; LUM; SPARC

Collagen catabolic process 21 8.40E-35 ADAMTS2; ADAMTS3; COL1A1; COL1A2; COL2A1; COL3A1;
COL4A1; COL4A2; COL5A1; COL5A2; COL5A3; COL6A1; COL6A2;
COL6A3; COL7A1; COL8A2; COL10A1; COL11A1; COL12A1;
COL15A1; MMP2

Collagen fibril organization 16 2.90E-27 ADAMTS2; ADAMTS3; COL1A1; COL1A2; COL2A1; COL3A1;
COLS5A1; COL5A2; COL5A3; COL11A1; COL12A1; COL14A1; LUM;
PLOD3; PAHA1; SERPINH1

Skeletal system development 11 6.20E-10 SOX9; BMP1; COL1A1; COL1A2; COL2A1; COL3A1; COL9A2;

COL5A2; COL10A1; COL12A1; FBN1
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5.60E-09
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4.50E-32

6.80E-25
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COL1A1; COL1A2; COL3A1; COL4ATL; COL5A2; COL6AL,;

COL16A1; MMP2

CRTAP; COLGALTI1; COLGALT2; COL1A1; COL1A2; COL2Al1;
COL3A1; COL4A1; COL4A2; COL9AT1; COL9A2; COL9A3; COL5AL;
COL5A2; COL5A3; COL6A1; COL6A2; COL6A3; COL7A1; COL8AZ2;
COL10A1; COL11A1; COL12A1; COL14A1; COL15A1; COL16Al;
PPIB; PAHA1; PAHA2; PAHA3; PAHB; SERPINH]I

COL1A1; COL1A2; COL2A1; COL3A1; COL9A2; COL5A1; COL5A2;
COL6A1; COL6A2; COL6A3; COL7A1; COL8A2; COLI0ATL;
COL11A1; COL12A1; COL14A1; COL15A1; MSR1; PCOLCE;
P4HAT; SERPINH1

ADAMTS3; COL1A1; COL1A2; COL2A1; COL3A1; COL4AlL;
COL4A2; COL5AT1; COL5A2; COL6A1; COL6A2; COL6A3; COL7AL;
COLB8A2; COL12A1; COL14A1; COLI5ATL; DCN; FBNI1; LUM;
MMP2; PCOLCE; PAHB

ADAMTS2; ADAMTS3; BMP1; CRTAP; COL1A2; COL9AT;
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COL9A2; COL9A3; COL5A1; COL5A2; COL6A2; COL6A3; COL8A2;
COL10A1; COL11A1; COL14A1; COL15A1; COL16A1; FBNI1; LUM;
MMP2; SPARC

ADAMTS2; ADAMTS3; BMP1; COL1A1; COL1A2; COL2A1;
COL3A1; COL4A1; COL4A2; COL9AT1; COL9A2; COL9A3; COL5AL;
COL5A2; COL5A3; COL6A1; COL6A2; COL6A3; COL7AL; COL8A2;
COL10A1; COL11A1; COL12A1; COL14A1; COL15A1; COL16Al;

DCN; FBN1; LUM; MMP2; PCOLCE2; P4HB; SPARC

COL1A1; COL1A2; COL2A1; COL3A1; COL4A1; COL4A2; COL5AI;
COL5A2; COL5A3; COL8A2; COL11A1; COL14A1; COLI5AL;
FBN1; LUM

COL5A3; COL14A1; DCN; ITGA1; ITGA11; ITGA2; LUM; PPIB;
PCOLCE2; PCOLCE; SPARC; SERPINH]1

COL1A1; COL1A2; COL2A1; COL3Al1; COL4A1; COL5A1; COL6A1

COL2A1; COL9A1; COL9A2; COL9A3; COL12A1
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9.40E-12
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PLODI1; PLOD2; PLOD3; PAHATL; PAHA2; PAHA3

COL1A1; COL1A2; COL2A1; COL3A1; COL4A1; COL4A2; COL9AL;
COL9A2; COL9A3; COL5A1; COL5A2; COL5A3; COL6A1; COL6A2;
COL6A3; COL7A1; COL10A1; COL11A1; COL12A1; COL14A1;
COL15A1

COL1A1; COL1A2; COL2A1; COL3A1; COL4A1; COL4A2; COL5AL;
COL5A2; COL5A3; COL6A1; COL6A2; COL6A3; COL11A1L; ITGAL,
ITGA11; ITGA2; ITGBI1; ITGB3

COL1A1; COL1A2; COL2A1; COL3A1; COL4A1; COL4A2; COL5AL;
COL5A2; COL5A3; COL6A1; COL6A2; COL6A3; COL11A1; ITGAIL;
ITGAL11; ITGA2; ITGB1; ITGB3

COL1A1; COL1A2; COL2A1; COL3Al1; COL4A1; COL4A2; COL5SAT;
COL5A2; COL5A3; COL6A1; COL6A2; COL6A3; COL11A1; ITGAL,;
ITGA11; ITGA2; ITGBI; ITGB3

COL1A1; COL1A2; COL2A1; COL3A1; COL5A1; COL5A2; COL5A3;

COL11A1; ITGA2; ITGBI; ITGB3




Supplementary Table 2. Summary of genes correlated to PLODs in GC from TCGA database”

PLOD Protein Correlated Correlation
P-Value Adj. P-Value
Genes Gene Coefficient
PLODI1 SERPINH1 5.87E-01 1.01E-39 1.02E-35
PLOD1 LEPREL1 5.09E-01 1.14E-28 3.28E-25
PLODI1 LOXL2 5.07E-01 1.71E-28 4.32E-25
PLOD1 BMP1 5.58E-01 2.22E-35 1.50E-31
PLODI1 CD276 5.13E-01 3.39E-29 1.14E-25
PLODI1 SDF4 5.55E-01 6.13E-35 3.10E-31
PLOD1 AGTRAP 5.16E-01 1.32E-29 5.34E-26
PLOD2 LEPRE1 5.18E-01 7.67E-30 2.43E-27
PLOD2 CERCAM 5.25E-01 8.48E-31 3.18E-28
PLOD2 COL5A1 5.24E-01 1.16E-30 4.20E-28
PLOD2 COLS5A2 5.86E-01 1.12E-39 4.52E-36
PLOD2 INHBA 5.36E-01 2.87E-32 1.82E-29
PLOD2 P4HA3 5.24E-01 1.15E-30 4.20E-28
PLOD2 COL1A2 5.46E-01 1.40E-33 1.24E-30
PLOD2 SPARC 5.29E-01 2.36E-31 9.94E-29
PLOD2 COLI12A1 5.73E-01 1.43E-37 2.90E-34
PLOD2 CHSY3 5.56E-01 5.16E-35 6.29E-32
PLOD2 MFAP2 5.23E-01 1.45E-30 5.06E-28
PLOD2 CTHRC1 5.52E-01 2.05E-34 1.98E-31
PLOD2 NID2 5.08E-01 1.43E-28 3.61E-26
PLOD2 LOX 5.90E-01 2.82E-40 1.43E-36
PLOD2 COL3A1 5.56E-01 5.29E-35 6.29E-32
PLOD2 MMP2 5.13E-01 3.33E-29 9.10E-27
PLOD2 FN1 5.56E-01 4.47E-35 6.03E-32
PLOD2 VCAN 5.77E-01 3.70E-38 9.35E-35
PLOD2 NTM 5.36E-01 3.16E-32 1.88E-29
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" Only genes with correlation coefficient > 0.5 are listed.



Supplementary Figure 1
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Supplementary Figure 2

A PLODI
B HR=1.49 (1.01-2.18)
P=4.1E-2
& Zco-
() -0
@ 3
@ &3
a
Expression
0 2‘0 4‘0 6‘0
Time (Months)
Number at risk
low 88 15 8 4
high 88 14 5 2
B PLOD1
#7 HR=2.06 (1.36-3.14)
P=5.6E-4

Intestinal Type
Probability

Expression

— low
& | — i
S 1 high

T T T
o 20 40 60

Time (Months)

low 13 1"
high 96 18 6 5

Number at risk
96 30

Probability
0.4 0.6 0.8 1.0

0.2

0.0

1.0

Probability
06 08

04

0.2

0.0

PLOD2
] HR=1.85 (1.26-2.72)
P=1.4E-3

Expression

— low
| — high
0 2I0 4‘0 6‘0 8‘0

Time (Months)

Number at risk
88 17 8 5 3
88 12 5 1 0

PLOD2
) HR=1.5 (0.99-2.28)
P=5.3E-2

Expression

— low
4 — high
[ ;0 4‘0 8[0 8’0

Time (Months)

Number at risk
96 26 12 10 2
96 22 7 6 2

Probability
0.4 0.6

0.2

0.0

Probability

0.0

low
high

PLOD3
] HR=1.31 (0.9-1.92)
P=1.6E-1
Expression
— low
4 — high
0 2’0 4‘0 6‘0 8]0
Time (Months)
Number at risk
88 4 7 4 1
88 15 6 2 2
PLOD3

HR=2.6 (1.69-3.99)
P=6.5E-6

Expression
— low
- —— high
T T T T
0 20 40 60 80
Time (Months)
Number at risk
35 14 12 4
96 13 5 4 0




Supplementary Figure 3
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