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Figure S1 Gene Summary analyses of RCC2 in Oncomine database. A comparison of RCC2 expression
levels between cancer and normal tissues showed that RCC2 was highly expressed in breast cancer, cervical
cancer, colorectal cancer, gastric cancer, ovarian cancer and so on.



Figure S2 Heatmap of the RNA-seq results foIIowiné RCC2 siI:ancing.
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Figure S3 Real-time PCR analysis showing expression level of Wnt signaling genes in MCF7 cells with
RCC2 overexpressed (A) or MDA-MB-231 cells with RCC2 silenced (B).

Supplementary Table S1 Sequences of primers used for Real-time quantitative PCR (5'--3").

Genes Forward Reverse
RCC2 TTTTCTCAGAGCAGGTCGCC TTCGGGGGTTGTATTCTGGC
B-catenin CTGAGGAGCAGCTTCAGTCC CCATCAAATCAGCTTGAGTAGCC
Cyclin D1 ATCAAGTGTGACCCGGACTG CTTGGGGTCCATGTTCTGCT
c-Myc GGGTAGTGGAAAACCAGCCTC  AGAAATACGGCTGCACCGAG
GAPDH GGTGGTCTCCTCTGACTTCAACA GTTGCTGTAGCCAAATTCGTTGT




	Figures
	Figure1.pdf
	Figure2.pdf
	F3.pdf
	Figure4.pdf
	Figure5.pdf

	Supplemental figures and tables

