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Supplementary figure 1. Compound C dose screening in four cell lines.

399, 403, 907 and 897 cells were treated with OuM, 0.1uM, 1M, 5uM, 10uM and 20uM
of Compound C for 24 hours. (a) Relative protein expression of p-Ampk/t-Ampk in four
cell lines after Compound C treatment. At the dose of 10uM, the p-AMPK/t-AMPK
expression reduced significantly in all four cell lines. Each experiment was independently
repeated at least three times. The bar graphs show the mean + SD. *, < 0.05, and **, P

< 0.01.
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Supplementary figure 2. Correlation between six AMPK subunits and aerobic glycolytic

biomarkers.

(a) Based on TCGA database, correlation analysis was performed between different AMPK
subunits (al, a2, B1, B2, y1, and y2) and glycolytic biomarkers. Each experiment was
independently repeated at least three times.
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Supplementary figure 3. Correlation between AMPK subunits and mTOR, Raptor, Rictor.
(a) Correlation analysis between six AMPK subunits and mTOR, Raptor, Rictor. Each
experiment was independently repeated at least three times. The bar graphs show the
mean + SD. *, P< 0.05, and **, P < 0.01.



