Table S1. Quality assessment of eligible studies (Newcastle-Ottawa Scale).

Study

Selection

Comparability

Outcome

Adequacy of

case definition

Number

of case

Representativen

ess of the cases

Ascertainment of

relevant cancers

Ascertainment of

detection method

CircRNA

expression

Assessment

of outcome

Adequate

follow up

Total

Zhou et al.
Zhu et al.
Zhang et al.
Hsiao et al.
Weng et al.
He et al.
Jiang et al.
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Luan et al.
Wei et al.
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Additional file 2

Funnel plot with pseudo 95% confidence limits
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Figure S2: Funnel plot for circRNAs in cancer.



Begg's funnel plot with pseudo 95% confidence limits
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Figure S3: Begg’s funnel plot for circRNASs in cancer.



Egger's publication bias plot
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Figure S4: Egger’s funnel plot for circRNAS in cancer.
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Meta-analysis estimates, given named study is omitted
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Figure S5: Sensitivity analysis for circRNAs in cancer.



